logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

410272 D5E69 RS10495 WP 159129624.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

410272 D5E69 RS10495 WP 159129624.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

410272 D5E69 RS10495 WP 159129624.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

MADSIKAEITAVG E LMGQIMWTNAQF SENLAEIGV V  BTAVGDNIZORLIGN
MKAE TAVGTEILTGQI NTNAQFLSEKGAE G DVYFRTAVGDNEERLLSELE ASERSH
MK EITAVGTEILTGQIVNTN QFLSEKMY

Tl ol

0 Vel LKA

IUVIESTYGENEAMMN LI KRKEV BISRVLRFFGIGESQL|WLI® LIDIMQOT PT APMAQNGEVTLRL EAKIs82S|Y VAETL

Wl

TR B ONESTA IR e bty T

AE G DVYFQTAVGDNERRLLS LEJIAR RSPL

NN N e Ry I o Ry Ry o Y e W oy oy ey N Y

g@i@FhﬁDmmNMwmu£ Lol ATl

FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSE

TKQTLAKFLGKIRLVFDPQAQEKLD FFAMRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE
TKQTLAKFLGKIMLVFDPQAQEKLD FFANRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSE

*ok | okokokokokokok |k * ok k [ kok Dokokok Dok Dokok Dok Dok |oskokokokok Pks b b1

L BT

DU A ALTR e

..SQ AN YSRVLRFFGIGESQLVT LAD IDQTDPTLAPYAKQGEVTLRLSTKA SQEEANLR
BN TRIAKLYSRVLRFFGIGESREILVT LEDLIMNAQTDPT APYAKTGEVT RLSTKARRIQKEA [Ji8

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
NTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQM

N TGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
N N NN N NN Ry oy Ry R oy R Ry I R e e

155
159
156
156
156
156
156
156
156
156

235
239
233
233
232
232
232
232
232
232



[l e grecssile] Vel VELKEM MESLTAC LRt e AT
00| Lo QTREC) bR EE) L8R YEE LB LAEROITEL Y]

NTDB id 410272 D5E69 RS10495 WP 159129624.1 &
NTDB id 124 BSU 16930 NP 389575.2
NTDB id 462 GPW51 RS00385 WP 012774894.1
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFIMGGFVTYS
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFI®GGFVTYS
NTDB id 205 SPR RS08830 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFRAGGFVTYS
NTDB id 239 SPD RS09270 WP 000642701.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAINFSGUSSIFIRGGFVTYS
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLRDLCYGYGEEESLASIVVEELK QGKTIWAAESLTAGLFQATVAWFSGASSIFISGGFVTYS
NTDB id 510 SM12261 RS08320 WP 000642690.1 LDILENQILEMQTFEG SLRDIBCYGYGEETSLASIVVEELKRQGKTIjy AESLTAGLFQARIVAWFSGASSIFINGGFVTYS
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consensus kokokokkokkkokkk Xk * % * sk >k 3k ok >k sk k| ok ok ok ok ok ok * |k * | * * k% | sk % 3k 5k % 3k % % % % % %
T

\\.dvu KN L\

NTDB id 410272 D5E69 RS10495 WP 159129624.1 412
NTDB id 124 BSU 16930 NP 389575.2 416
NTDB id 462 GPW51 RS00385 WP 012774894.1 393
NTDB id 412 SMU RS09535 WP 002262393.1 418
NTDB id 170 SP RS09755 WP 000642718.1 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 418
NTDB id 205 SPR RS08830 WP 000642700.1 418
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