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NTDB id 410264 D5E69 RS08585 WP 148795701.1 ..MKFFHLSMILLLIGGCSAGNRSGEMDNAGLLVPETIDDGVWGTKGYQGLLGIQKEFDVKVYYKEGMKNDASVRQAIDD 78
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIED 80
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NTDB id 410264 D5E69 RS08585 WP 148795701.1 FEKEDVNLVFGHGSEYSSIFNEVASEHKDMHLVSFNGDATQKNTTSLTFKGYAMGFFGGMTAASQTKTDRLGIIAAFSWQ 158
NTDB id 94 BSU 11300 NP 389012.2 FHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQ 160
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logo PEVDQGF IDKGAKRYEQNPSDEAI EVLNTVDKYTDGHWDDHADETTVALVEKLRLYDQGKLMKLDNEQDGAVDVVYPAGDGYNVAPVI EQKQI
LKEKDSGLRYAIGYVSTDQSDL

NTDB id 410264 D5E69 RS08585 WP 148795701.1 PEVQGFIDGARYQNSEAEVLVDYTGHWDHAEVALERLDGLLDQDVDVVYPAGDGYNVAVIEKLKESGRYAIGYVSDQSDL 238
NTDB id 94 BSU 11300 NP 389012.2 PEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
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NTDB id 410264 D5E69 RS08585 WP 148795701.1 GESTVLTSTVQHADKLYELIAGKYTAGELESGNLEFDFQDGVISMGEFSPVIPDGFKSEMNQHIKAYVDTGKLPNGKEPP 318
NTDB id 94 BSU 11300 NP 389012.2 GENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE... 317
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