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NTDB id 409771 GQR42 RS17910 WP 158200981.1 ......MWTKMAIDKLRLKKIRPMKQLGFLLGT.VFLLGGC..HSLNAIQNRPQPLPQDQYMQVYFNYNQSQGSNYTDPY 71
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVI........FVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPD 72
consensus ****** ! * ** ******** !* !** *! *! **** ! !! !!!! *!!!!! !* ! * !!
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 RQINRPGDNLEQVIIDNINSAKSSIDLAVQELRLPAIAQALVARQQQGIKVRVILENIYNQPINSLAKNQEQLSEREQER 151
NTDB id 1416 SGL RS14595 WP 010873643.1 RDFKRQGDNFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE.....TEKDPFR 147
consensus ! !*!!! !!*!***! ! !*!!!!!!!!!!! !!!!!! *! !**!!**!!! !!!*! ******!*** !
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 YQNLFDLVDLNRDGKLSTEEIAQRDAITILKKAGIPLIDDSADRSKGSGLMHHKFMVIDHHTTLISSANYTLSDIHGDFS 231
NTDB id 1416 SGL RS14595 WP 010873643.1 YRGPLAYLDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYD 227
consensus ! * *! ! !!**!* ! ! !!!! !!* !!!!!!* ! !!!!!!!!!!!!!*!**! ***!!!*!*!! !!!*
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 NPKTVGNANHLLVITNPPLARVFQREFNLMWGRE....DQPKFGLDKPHRKPQKITIGNSSLMVKFSPDSITYPWVITSN 307
NTDB id 1416 SGL RS14595 WP 010873643.1 DNFTRGNANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSN 307
consensus * ! !!!!*!!!* !**!**! !!!!*!! **** * !!* !!*!** * *! *** !!!!!! !** !!!
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 GLIGETLNKAEKSVNLALFVLTEQPLVNILAQRHQKGIEIKALIDPSFAFRYYSEGLDLLGVALSNKCRYEPDNQPWQNP 387
NTDB id 1416 SGL RS14595 WP 010873643.1 GLIAQYLNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALP 387
consensus !!!* !! ! **!!!!! *!!*! !** !!*! ! !*!!!!!* !!!!!!!!!!!!!!! ! ! ! ! !! !
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 INTLGVPALAAGDKLHHKFGLIDDKIVITGSHNWSAAANHQNDEALVIIDNPTVAAHFDREFQYLYRTAKLGLPETIKNR 467
NTDB id 1416 SGL RS14595 WP 010873643.1 TEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQAR 467
consensus *! !!!* !!!!!!!!*!*!! !!!!!!!!!*!!!!*!!! **** !* *!!!* !! !! !!!*!* !
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 IEQDRKNCPQSV.......TIKSDRLINLNTATKEELDTLPGISGKLAEKIIAARQEKPFTSLEDLDRVSGIGKGKINKI 540
NTDB id 1416 SGL RS14595 WP 010873643.1 IDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGL 547
consensus !* !*** ******* * !!*!!! ** !!!**!!!! * !!!!! ! !*!!!!!!! !! !!!* !! *
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NTDB id 409771 GQR42 RS17910 WP 158200981.1 KGKVSW 546
NTDB id 1416 SGL RS14595 WP 010873643.1 RGKVTW 553
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