
logo MASGTNRKTNDMVMTVHYCSFCGKNQDEEVKQKI IAGNGNAVF ICNECVELASQE I IREELAVEEVLADLSEVPKP I
KELLAHI LDNHSYVIGQDR

NTDB id 40964 H020 RS0107780 WP 000106346.1 MSTNRKNDMMVYCSFCGKNQEEVQKIIAGNNAFICNECVELAQEIIREELVEEVLADLSEVPKPIELLHILNHYVIGQDR 80
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDR 80
consensus ! !! !!* !*!!!!!!!!*!! !!!!!! !!!!!!!!! !!!!!!!! !!!!!!!!!!!!! !!!*!! *!!!!!!!

logo AKRALAVAVYNHYKR INSFHTDESTQREDEDSEQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN
NTDB id 40964 H020 RS0107780 WP 000106346.1 AKRALAVAVYNHYKRINFHDTREESEDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN 160
NTDB id 379 SMU RS04375 WP 002262816.1 AKRALAVAVYNHYKRISFTESQ.DDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN 159
consensus !!!!!!!!!!!!!!!! !*** ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LLKL ILQAVADFYNI
VERAERGI IYVDE IDKIAKKGSENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPQQEMIQI

VDT
NTDB id 40964 H020 RS0107780 WP 000106346.1 ILLKLLQVADFNIERAERGIIYVDEIDKIAKKSENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQVDT 240
NTDB id 379 SMU RS04375 WP 002262816.1 ILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDT 239
consensus !!!!!*! !!*!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo KNI LF IVGGAFDGI EDE IVKQRLGEKI
V IGFGQNNKAKIDDENQSSYMQE I IASEDIQKFGI

L IPEFL IGRLPVFLAALEQLTVDDLVKR
NTDB id 40964 H020 RS0107780 WP 000106346.1 KNILFIVGGAFDGIEEIVKQRLGEKVIGFGQNNKAIDENSSYMQEIIAEDIQKFGIIPELIGRLPVFAALEQLTVDDLVR 320
NTDB id 379 SMU RS04375 WP 002262816.1 KNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVK 319
consensus !!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!! !!**!!!!!!!! !!!!!!!*!!! !!!!!! !!!!!!!!!!!!*

logo I LKTEPKRNALVKQYQTLLSYDDGVELEFDDQEALQAE IANQKAI ERKTGARGLRS I I EETMLDLVMFE I
VPSQEDNVKTCLVR ITKEKATVDE

NTDB id 40964 H020 RS0107780 WP 000106346.1 ILKEPRNALVKQYQTLLSYDDVELEFDDEALQEIANKAIERKTGARGLRSIIEETMLDVMFEVPSQENVKLVRITKETVD 400
NTDB id 379 SMU RS04375 WP 002262816.1 ILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVE 399
consensus !! !!*!!!!!!!!!!!!!! !!!!!! !!!! !!*!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!! ! *!!!!! !*

logo GTDKP I LETAS
NTDB id 40964 H020 RS0107780 WP 000106346.1 GTDKPILETA. 410
NTDB id 379 SMU RS04375 WP 002262816.1 GTDKPILETAS 410
consensus !!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


