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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 409611 GNX18 RS18185 WP 138236918.1 .MARGVNKVILIGNLGGDPETRYLPSGGAVTNVTLATSETWKDKQTGQQQERTEWHRVVFFNRLAEIAGEYLRKGSKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQ....EAYQRPA......QQSRQPAP 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQ....EAYQRPA......QQSRQPAS 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG. 151
NTDB id 409611 GNX18 RS18185 WP 138236918.1 EGSLRTRKWQDKQTGQDRYTTEIVASE....MQMLDGRGEQSGGYQQQGGQGGGYQQQGGDYNQGGYQDEYAQGRSAPSP 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVP..AQQGSWGQPQ......QPAKQHQP 150
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ...DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...GNATRPQPAQKPAAQAEPPM....DNFDDDIPF 180
NTDB id 409611 GNX18 RS18185 WP 138236918.1 MAPSNPSSNQPQNRPAG.NQAPMGGFDNSFDDDIPF 190
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSA...PQQYSQPQY.NEP.....PMDFDDDIPF 177
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