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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTG.YENAVNEGAVPTKLS.DVG 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIG.FEQAINEGKTPSLTSTDEG 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAAL.VA 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS.AG 72
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTS.AG 72
NTDB id 409594 GNX18 RS00655 WP 205828022.1 ........MKKQQGFTLIELMIVVAIIGILAAVALPAYQDYTIRARVSEGLSLASGAKATVAENIANNGGTIAAG..... 67
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS.TA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 FTAATSS........VCATYSI..DAFTETDGAGKITCTLK.GN..PKIATKIVELT.............RSTDGAWTCV 124
NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITDS........T...SYC..DVDLDTAADGHIECTAK.GGNAGKFDGKTITLN.............RTADGEWSCA 126
NTDB id 1191 AAC28468.1 484..945( ) .....GNVIFDSANGLDGKYFAPGGV.TVTPDTGAINIAFDAGAN....AGKTMTITPTVI.......AASGQISTWTCA 136
NTDB id 1119 NGFG RS11465 WP 017147169.1 VASP......PT..DIKGKYVKE.....VEVKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFCG 129
NTDB id 1109 OK783 RS10670 WP 157147416.1 VASA.......S..TIKGKYVQK.....VEVAKGVVTAQMASTGVNKEIQDKKLSL..........WAKRQDGSVKWFCG 128
NTDB id 409594 GNX18 RS00655 WP 205828022.1 ..ACQGVNVFTT..AV..GSVAS...LGCTDTTGVIRVTMGANAA.....NVALDLT........PGSTQGGSGVTWGCA 125
NTDB id 1424 RS RS02795 WP 011000517.1 .....GSSVF.....TPTKNVANLTIAGTGTVPGQITVTYT.TAA....GGGTLALVPTAAGTALPVSSAPSGPIMWTCY 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCVGVQEISA..SNATTNVATA..TCGASSAGQIIVTMDTTKA....KGANITLTPT..........YASGAVTWKCT 133
NTDB id 1274 LPP RS09530 WP 011214168.1 YV.........S..PAATPNVASI..AIGA..NGVITITY.TAAA....GGGTIVMTPTL.........QANGDVTWTCT 121
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