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NTDB id 409552 GQS62 RS04535 WP 158190603.1 MINRTVLVGRLTRDPELKYTNSGRAVASFNIAVNRQFTNSQGEREADFINCVIWNKTAENFCNFTRKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 409552 GQS62 RS04535 WP 158190603.1 SYENQQGTRVYVTEVVAENFSLLESKNSSQIQ.KDGEHSNYQPQNSIPNQQNSQND....NLQPQNNSSNGQYGNYSNPN 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAP..AANNTQA 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN..QGNSFND 153
consensus *!!!!!!*!!*!!!!*******!!***** ** *** **! * ! * *!** **** *

logo DPFSANDNGKQSPAPIQDINSDDDLPF
NTDB id 409552 GQS62 RS04535 WP 158190603.1 DPFS...SAPQINDDDLPF 171
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
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