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VDGLMENADQKYGDNL IVP
NTDB id 409414 GPZ88 RS03600 WP 166043430.1 MNKRGKWILSAGVVLLSASVLTACGNSKTSSSATSTYNYVYNSEPVSLDYIKMNQTGTSNITANLIDGLMENDQYGDLIP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 .MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 .MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 .MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 SLAKDWKVSADGLTYTYTIRDDAKWYTADGEEYADVKAEDFITGLKHAADIKSEALYIVQDSIKGLQDYIDGKTKDFSTV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!*!!*!!*!!!!!!!*!!***!!!!**!!!!! !*!*!!*!!!!!!!!*!****!*!!!!!*!!*!!**!**!!!!*!

logo GVKALIDEDHYTI
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 GVKALDDHTIQYTLNAPESYWNSKLTYGIMCPVNADFLKSKGNDFGKQTDPESLLYNGPYLLKSITAKSSMEFEKNPNYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 DADNVHIDDVKLTYFDGSDQDSLFNNFDEGSYTSAALYPSSPSYKTAEKKYSDNIIYAQQDASTFMIYFNLNRTLHNLS. 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 DKTDAQLSDSNKAMNNKDFRQAVTFAFDRGSWNAQTAGEEAKNKALRNSLVPPAFVQVDGKEFGDVVKSDLASYGDEWKD 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
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logo VDNFLATDAGSQDGLYNPADEKAKATEFAKAKESDTALEQSAEDGVSQFP IQHLDFLPVANDQTSDSNKDILSNVQARQVAQSLKQSTVI EQSKNSLGKSDENVVINDLVIKNQVLTSESDED
NTDB id 409414 GPZ88 RS03600 WP 166043430.1 VDLTDAQDGLYNPDKAKAEFAKAKSALESEGVSFPIQLDFPVAQTDNDSVQRAQSLKQSVESNLGKENVVINLKQVTEDE 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDD 477
NTDB id 324 STU RS16140 WP 011226306.1 VNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD 477
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDD 477
consensus !* !*!!!!!!**!!!*!!!!!!**!***!!*!!!*!!*!!*!*****!***!!!!!**!**!!**!!!!***!***!*
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 YLSATYQAESPEQNDYDLGF.SGWSPDYSDPSSYLDIFGTGKTAAMTYRLGISSDNDALIKSTGLDQYQSLLDEANALKD 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 IQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAA..SE 555
NTDB id 324 STU RS16140 WP 011226306.1 LENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAA..SE 555
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAA..SE 555
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NTDB id 409414 GPZ88 RS03600 WP 166043430.1 SDQVDQRYETYAKAQAWLIDSALAIPT.VTNGARPQVTRVKPFSGAWSYVGIKGG...TYKYLKLQDKPVTAKEYEKARN 634
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSRE 634
NTDB id 324 STU RS16140 WP 011226306.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSRE 635
NTDB id 292 STER RS06940 WP 011681419.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSRE 635
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logo KWLNKNEKEKAKEASNEKAAQKEDLAEKHVEKK
NTDB id 409414 GPZ88 RS03600 WP 166043430.1 KWLNNKEKANEKAAKELAKHVEK 657
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 KWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 KWLKEKKESNEKAQKDLEKHVK. 657
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