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HNPKIGIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLISKWLNIDISN
HNPKIGIRYHIFYALYPINLYMILHEVYCYITIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLISKWLNIDISN

erlinsmantes £ e BURATFLIRHALIR: gl

IRV LRy B P ERENNPEATepVEIF IYIRILLF FLFYLNFRHGQEQKNELLRN
VRKTLKNYLSARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYRAVIFIYFILLFIFLFYLNFRHGQEQKEBELLRN
VRKTLKNYLSARALRFVNVLLLLFYPGMECFGATAPFEKMSMNRNIYRAVIFIYFILLFIFLFYLNFRHGQEQKNELLRN
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QEMELAALBINYSKHVESLY EVRSFRHDYANVLMSLKMGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSG
QEMELPALENYSKHVESLYQEVRSFRHDYANVLMSLKMGIDQGNLDDIKKIY EITADSTKLVKNNKFDLTRLANITDSG
QEMELAALENYSKHVESLYQEVRSFRHDYAN LMSLK|GIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSG

S, SHAE L et LSRN AL OWPRHE (E0

VKSLMSAKFLBIAENQGIENSLEVSEKMGTPYIPLISYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENS K
VKSLMSAKFLQAENQGIEISLEVSEKMGTPKIPLISYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENSTK
VKSLMSAKFLQAENQGIWISLEV ERMGTPKIPLISYIRILSILFDNAIE ALESAEP ISVANFYQDW® FVFMIENSTK

AL AFER Tk A LTL IR R TR

EKSVDLGKIFERGYST G NRGLGLATLMDFQDDYENLSVET SSDYTFTQVVRIYE [NR)ANEECHES
EKSVDLBKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSSDYTFTQVVRI EAJES 458
EKSVDLGKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSIEDYIMFTQVVRIYE AR 458
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