
logo

MKTI I EQMCLDANQIKNKMKES I IVEQNI FNEQDHLLSQLLLYGSF IVDESKREKTYFLSTFAESATI
LLHYEVVFGGERDNFLDKTVAETKRLAGAGI E I L ITLS

NTDB id 409350 GPY14 RS08855 WP 020954300.1 MKTIIEQMCLDANQIKNKMKSIIEQNIFNQHLLQLLLGFVESRKYLTFAESALLHYEVFGGRDFKTAEKLAAGIEILTLS 80
NTDB id 93 BSU 31710 NP 391049.2 ..................MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILS 62
consensus ******************!! !*!!!!!! *! !!! !**!* *!!!! *!!! !!!! ! *!*!!!!!! !!

logo

A
SDI IMDDLEDEDNHKHQALWMKIDNRSEASLNSAAFLSLYTAVGLQTGS INYS ILNMNNPFL I FLKSYI

VLKYTVNQDEAMQGQHDDI ITNKPSEKKTEDESLE
NTDB id 409350 GPY14 RS08855 WP 020954300.1 ADIIDDLEDEDNKQALWMKIDRSEALSAAFSLYTAGLQGINSINMNPFILSYILKYTQDAMQGQHDDIINKPEKEDESLE 160
NTDB id 93 BSU 31710 NP 391049.2 SDIMDDLEDEDNHHALWMKINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLE 142
consensus !!*!!!!!!!!**!!!!!! !!! ! !! !!!! !! ! !*! !! ! !*!!! **!!!!!!!!! !!* !!!!!!

logo VIRLKCGSLFIALASNVAGTVLMLATGEKYNETVERTYSYYKGI
M
F
I
A
EQI SYGSDYLYAVLFLSGSKNRSDI ELKDNKHTL INYLYLKRLFNDEAPSEDKL

NTDB id 409350 GPY14 RS08855 WP 020954300.1 VIRLKCGSLFALSNVAGTMLATGKYNETVETYSYYKGMFEQIYSDYLALFSSKRSDILKDKHTLINLYLKRLFNEPSEKL 240
NTDB id 93 BSU 31710 NP 391049.2 VIRLKCGSLIALANVAGVLLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDL 222
consensus !!!!!!!!! !! !!!! *!!!! !!!!!! !!!!!!* !! !! ! ! !!!! ! !!!!! !!!!!!!!**!! !

logo

L
V
R
Y
L
M
F
I SHKRDELTHYLYKFS ILLSDKENKNF IQEQKTL ITDKAGVTQYI

VSVLHLEQI
LYKQKCEINSAI EKQLNLDEKTESKI

K
D
E
K
L
I
LKEKCYLVLVNSRYGTI

K
E
G
D
V
TRCKT

NTDB id 409350 GPY14 RS08855 WP 020954300.1 VRMFSHRETHLKFISDKNNFIQTLTDAGVTQYVSVLHQLYKQKCENAIEKLNLETSKIDKLKKYVVNRGIEV..... 312
NTDB id 93 BSU 31710 NP 391049.2 LYLISHKDLYYKSLLDKEKFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
consensus * * !!** * ! * !! ! ! !!!!!!*!!!* *!!!!! !!! !!!* ! * *! *** *****

X non conserved

X similar

X ≥ 50% conserved


