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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVATAIAQNPLLENEDDWIASPLRVAADGSLIAQPPASSGAEPMQ 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSS..ATPLP 78
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! ! *!* ** !**!!!!* ! ** !**! !**
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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 GASTSSASNGSDDSEREPRGVDEYDGMSGDTNGDSSQWNLDDYGRSGNASDDDDLPPLQIHESTTTLRDHLMAQLRETNA 160
NTDB id 1425 RS RS02020 WP 011000369.1 TESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKL 157
consensus !***! !! !* * * * ! * ! ! !!!**! ***!!*!! *!*!**! *! !**!! !! *
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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 SLRDRALITFLIESLDEDGYLSATCEEILADIPAELEVDGDELNAALALLHSFDPAGVGARSASECLKLQLLRMTSTATR 240
NTDB id 1425 RS RS02020 WP 011000369.1 SPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP.AK 236
consensus !*!!**!* !!!!!!!**!!!*****!!!!!*!!!!!!* !!!*!!! *!*!!!!!!*!!!!! !!! !!! !* !** *
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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 TLALEIVANHLELLAARDFTRLRKQLKTGDDELRDAHMLIRSLEPFPGAAYGKAEADYVVPDIMVKKTGQNWHAELNPEV 320
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus *!!! !! *!!!!!!!!!*!!!*! ! ! !!* !! !!!!! !!!!*!*!*!!!!*!!!!**!*!!* !*! !!!*!
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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 VPKLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFVHGEIAMRPLVLREIADT 400
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus *!*!!!!**!!*!!! !!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!
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NTDB id 409305 FAZ98 RS01470 WP 158951823.1 LGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAENPKSPLSDSRIAELLAEQGFVV 480
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!! !! !!!!!!!!!!!*!!!!!!

logo ARRTVAKYREALKIPAVNLRKSL
NTDB id 409305 FAZ98 RS01470 WP 158951823.1 ARRTVAKYREALKIPAVNLRKSL 503
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!!
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