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NTDB id 409304 FAZ98 RS01360 WP 158948058.1 MFSFFKRFRGKDDAENAQAEAPEAQDALDEH...TAGEIDAPA.DIAEPVA............PVAPITPVVPVTPAA.. 62
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 409304 FAZ98 RS01360 WP 158948058.1 ...KPVAPAPQ.VPARIDEPEAV.EIVPPPPLEAAAKRSWLTRLKSGLSKTSS....NIQSIFVNAKIDDDLYEELETAL 133
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVG..EAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL 158
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NTDB id 409304 FAZ98 RS01360 WP 158948058.1 LMSDAGVDATEYLLETLRQKVRADRLTEAQQVKVALRGLLIDLLKPLEKSLMLGR.AQPLVMMIAGVNGAGKTTSIGKLA 212
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
consensus * ! !**!!!!!* *! *! ! *** ** !!* ! !!*!!!!!*!*!* * ! !*!*!!*!!!!!!!!!!!!!

logo KHYFLQASFQGNKQSVLLAAGDTFRAAAREQLAQAIWGEGRNNVTVI
V
Q
SQETSTGDPSAAVCI FDAVQSAAKRARGR IDI

VVLMADTAGRLPTQLHLMDE
NTDB id 409304 FAZ98 RS01360 WP 158948058.1 KHLQSFNQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARRIDVVMADTAGRLPTQLHLMD 292
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
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NTDB id 409304 FAZ98 RS01360 WP 158948058.1 ELKKVKRVIGKAYEGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGE 372
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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NTDB id 409304 FAZ98 RS01360 WP 158948058.1 KVEDLQPFVAEEFADALLGG 392
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDDLRPFDARAFVDALLD. 417
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