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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 MFSFFKRFRGSKDAEHAPSENAQDEATLE...............APDEAVEAPASTASETSPA..PSVPPAV.TAPSKPA 62
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 A.PPQVTIASDDEPET.....VEIVPPPALEPAAKQSWLTRLRSGLSKTGS....NIQSIFVNAKIDDDLYEELETALLM 132
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 SDAGVDATEYLLETLRQKVRAERLTDAQQVKNALRELLVGLLKPLEKSLMLGR.AQPLVMMIAGVNGAGKTTSIGKLAKH 211
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 LQSFDQSVLLAAGDTFRAAAREQLAIWGQRNNVTVVQQESGDPAAVIYDAVSAARARRIDVVMADTAGRLPTQLHLMDEL 291
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 KKVKRVIGKAFDGAPHEVVLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGEKV 371
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 409291 FAZ97 RS01445 WP 158756853.1 EDLQPFVAEEFADALLGS 389
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD. 417
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