logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
409259 G0485 RS20665 WP 145872614.1

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
409259 G0485 RS20665 WP 145872614.1

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

il

e PRV A AR 5

ENYARFRVNAFTIQIERYC ¢ VIURIAIP i

*

vl v Bl v v v B VI Sl )

MDIWELLAFSVK

kokok Dokokokokokok ok DD kkkx

ET'ﬁ

ARFRVNAFNQSRGA AVFRTIPSIS
ARFRVNAFNQSRGA AVFRTIPS|
ARFRVNAFNQNRGAGAVFRTIPS|d
ARFRVNAFNQNRGAGAVFRTIPS|A
ARFRVNFNQWRGAGAVFRTIPS
ARFRVNAFNQWRGAGAVFRTIPS|A
ARFRVNAFNQNRGAGAVFRTIPS|S
ARFRVNAFNQNRGAGAVFRTIPS|d
*k D D1 Pk ) x|

ks R g

AL

kkokk Dk Pkl skk kksk * %

RRIN

hA(Q

PPMIRVDG YDIMND QR
PPMIRVDG R YDIMND QR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
PPMIRVDG R YDIMNDKQR
1k >k sk >k % % | * % %k %k %k % * * * % %k % * % *

e L A gy

E,V\/.\w

EWPNZRGLVLVTGPTGSGKSTTLA

ESIRGLVLVTGPTGSGKSTTLAANY
ESIRGLVLVTGPTGSGKSTTLAAYY
RMIYRGLVLVTGPTGSGKSTTLAAM
IDMIZRGLVLVTGPTGSGKSTTLAAM
(OOMEYRGLVLVTGPTGSGKSTTLAAM
ONPXRG VLVTGPTGSGKSTTLAAM
MY RG VLVTGPTGSGKSTTLAAM

N6ZRG VLVTGPTGSGKSTTLAAM
Pl sk bl Do TLDT %1

Lol 0 1Rt b fr0fS

gy

B < < < < < < < <E]

!

Wil

EDPIEFVH|®IK C
EDP EFVHIZHKEC
EDPIEF HR(ENC
EDPIEF H|#:UNEC

EDPIEFVHNSKKCL
EDPIEFVHNNKKCL

EDPIEFVHRSKKCL
EDPIEFVHINKKCL
EDPIEFVH|AZKKCL
EDPIEFVHNSKKCL
EDPIEFVHMNKKCL
EDPIEFVH[NSKKCL
Plokskok DD D]

et W el i

NWOQREVGRADTINY] IAYAL |y LR E\PD IL GE

kokskskk DL Dk ||

DTIRFNPAALRSALREDPDIILVGE
DTIRENPNALRSALREDPDIILVGE
DTIHEFMAALRSALREDPDIILVGE
DTIREFMRALRSALREDPDIILVGE
DTIREEFINMAALRSALREDPDIILVGE
DTEEFIAALRSALREDPDIILVGE
DTEEEINRXALRSALREDPDIILVGE
DTEEFIMAALRSALREDPDIILVGE
Ploskokok Dl Dk Dok 1)

RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
1k ook %k kok k% |

LV E T A T L T

INSAETGHLVF TLHEWW
TAAETGHLVEGTLHTNS
TAAETGHLVFGTLHTIS
TAAETGHLVFGTLHTNS
TAAETGHLVFGTLHTENS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTNS
TAAETGHLVFGTLHTHS
TAAETGHLVFGTLHTENS
I S

150
159
152
153
156
152
1562
152
152
152
152
1562
152

230
239
232
233
236
232
232
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
409259 G0485 RS20665 WP 145872614.1

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

409259 G0485 RS20665 WP 145872614.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

409259 G0485 RS20665 WP 145872614.

1203
1019
1307
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1
1

1
1

b ORIV - BAVI;MLKL@@

Rt

L AR R0 G

EEFEA REQQEFMD|RSIL NIK IAAREn QIREP THDEQ SIYRLVVIZM L
IDRI 'DVFPIE "[fj] RYfNL RRYLYAV ¢ QL LIFIWIGNGR VIBANE ]S

ANNKTI RIIDVFPAEEKSEMVREIMLSESLQAV
ANNKTI RIIDVFPAEEKEMVREIMLSESLQAV Q
DVFPAEEKEMMVREIMLSESLQ VISQ
AINKTIDR DVFPAEEKEMVREIMLSESLQAVISQ
AMKTIDRIIDVFPAEEKDMVRIMLSESLQAVISQ
ARNKTIDR IDVFPAEEKIMVREWMLSESLQAVISQ
AINKTIDR IDVFPAEEKIMVREMLSESLQAVISQ
ANKTIDR IDVFPAEEKIMVREWMLSESLQAVISQ

BKIGGGRVAABIEIMIY PAIRNLIREWKVAQMYSINIQTG
RKWUGGGRVAABIEIMIY PATRNLIREIKVAQMYSHIQTG
BKINGGGRVAABIEIMIEMPATRNLIRE@MKVAQMYSHIQTG
BKIMGGGRVAABIEIMI[EIPATRNLIRENKVAQMYSEIQTG
RKIMGGGRVAABIETMI€@IPATRNLIRENKVAQMYSIIQTG
BKIMGGGRVAABIETMI[EMSPATRNLIRENKVAQMYSIIQTG

I skoskoskok | oskoskosk sk k ok kk kkk ok lkskk | x kxx Ik | xx *xx | % 1k ok % kkkkk | kx * ok kokkk kokokokxk
SeeliRe
TI’DQJ.%\. ,EB;IF X E’EAJ%A&%?E‘ﬁfELAkKE;rEKES 5 POV A ki 2 PR RREF R aan
VDDK EQDALHSADSANDLRLMLKTKRGDDYGS...GSLQNVK....IDME ...............
YEADKESS)YEDIALRNIADSVNDLRLATKLEGKGAKTRDLAAGTEHLG. .. . LI ... ... ... ... .....
YVQGESBRYEDIALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLT. .LEMSDDDPGRSFR......

KHTAHEAALNKSLF.
KHTIHEANLNKSLIY .
RENMREKIK IFENY .
RDSHKEKINKQIFENTY .
NLPTIRAVIAKSIEESH .
PQTHRTANKQIFESHL
PQTHRTAIKQIFESIHL
PQTARTAAKQPESFL
Dk % k| * !

DN NONN= =

...................... 368
...................... 378
...................... 381
...................... 383
ATPAAPAAGRSEPGRAGGFGRR 418
...................... 344
...................... 344
...................... 344
...................... 344
...................... 344
...................... 345
...................... 345
...................... 345

YDHQHpSS|Y ADJALKHEAD S NNLRLQIKLSEEANKPLDNRERMSEME .RKMTFDGQRRNLK. ... ..
YDK LERAID FARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAP

310
319
312
313
316
311
311
311
311
311
311
311
311

368
378
381
383
396
344
344
344
344
344
345
345
345



(>4 S

non conserved
similar
>50% conserved



