
logo MKQSLQLRLTSQHLALTPQLQQS IRLLQLSTI
LELHQQELVEQALLTDENPLLERELDNDEPWLDRTSAVR I

L
G
LADGAS IVNASLTPQASSTPSAEATPLPATE

NTDB id 409256 GO485 RS18670 WP 145877940.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSVRLLADGAINSTPATPEA..PAE 78
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !!*!!!!!! **!! ! !* !!! *! * ** **! !

logo

G
SPPPQAEAGANAGADHADPATAEEPAEPSYEGNGESDGFDSDAYGPETEGDRHSDWSDLADDSFRAGKRGKPDQSDEDDDRAPRMPQLERAEASEHGPSTLQRDEFHLMEQLMARPVLTKVLQESPR

NTDB id 409256 GO485 RS18670 WP 145877940.1 GPPQEGAA....PAEPEPYEGGEG...DAPEGDHDWSDASRGKGPD...DDDARPQLEASHGSLRDHLMEQMRVTVQEPR 148
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !!* * ****** * *!! ! ***! * *!!! ** ! ***!! !**!! *** !**!!!!* * !!

logo DKRAGLMVEI FL IL IDEASLDDENGYLETEGSLDEE IHLADRLPAEELE I
VELDELQRATALKRLMLQNSFDPAVGI

VGARNSAASECLATLQI
L
Q
RRLMDPHSVPMPVATKRPR

NTDB id 409256 GO485 RS18670 WP 145877940.1 DRALMELIIDALDDNGYLEESLEEIHARLPEELEIELDELRTALKLLQNFDPVGVGARNASECLALQIRRMPHVPMVTRR 228
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKP 237
consensus !**!* *!* !!! !!! !!*!!*! !! !!!*!!!!! !!**!! !!! !*!!! ! !!! !!* !******* **

logo

L
MALCTIVENKQHLEQLWFLAAQRDFYNTKRLKKALDSCVDDEGDELKRAEAHQAELVIRQSCLANPFHPGAHAFAGRADEVASDFYVVPDVI

VVKRKGTARATGWI
M
A
V
Q
TLNNPDVM

NTDB id 409256 GO485 RS18670 WP 145877940.1 MALCIVEKHLQWFAQRDFNKLKKALDCDDEDLREAQAVIRQCNPHPGAAFARDVSDYVVPDVIVKKGRTGWIVTLNNDVM 308
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus *!!*!! !! ! !!* *!!!!! *!! *!* !* *!! * !*!!*!!*! !*!!!!!*!*! !!* !!*!!!

logo PRLR I
VNADLMYAQS ILLKRQSGSKRGESGAANQLMNQAQKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVASQAIVERQKNSFFSTHGAE I

VAMRPLVLRE IADTL
NTDB id 409256 GO485 RS18670 WP 145877940.1 PRLRVNALYASLLKQGKGE...AQMNAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIADTL 385
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!*! *!! *!* *!!***!*** !!!!*!!!!!* !!!!!!!!! !!!!!!!! !!*!! *!!!!!!!!!!!!!!

logo GLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKVQFLTVGAEDPKNPLSDSKR IADELMLGEQGFMVI
VA

NTDB id 409256 GO485 RS18670 WP 145877940.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQFTGAEDPKNPLSDSKIADMLGEQGMVIA 465
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! ! !!!!!!!!!!!!*!!**!!!!! !*!

logo RRTVAKYREALKIPAPVNSLRKSL
NTDB id 409256 GO485 RS18670 WP 145877940.1 RRTVAKYREALKIPPVSLRKSL 487
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!*! !!!!!
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