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NTDB id 409241 GQA94 RS21520 WP 158189929.1 ........MTTDKGFSLIEVLVALLLTTIGVLGMVALQGRSIQYTQDSVQRNTAVVLTGDLIEIMRAHPKELFDMAPPQF 72
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQM. 79
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NTDB id 409241 GQA94 RS21520 WP 158189929.1 PMNSGLKNNSLFYKEAGDDLANR.ATCVADPARIAKTAKEFRDCWADRVEALLPGGEDLFKDHGYICRSSSPGNCDSKGS 151
NTDB id 1195 PAKAF RS24020 WP 016253895.1 ......ATQSDFFKAKGSAFPTAPSSCTP....LPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGS 149
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NTDB id 409241 GQA94 RS21520 WP 158189929.1 MVEIRLAWHVREGACLDAGDPN..ATVCTYTVRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLEIRLAWRGKQGACVNAADSSADTSLCYYTLRVEP 185
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