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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 409237 GQA94 RS18515 WP 199270066.1 MRTAMLALAVGLLLLRFVPQLPPLSTLPLLWLTGLALLP............LRWRALGCFLCGFGWACLCAHWALEDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP............FRWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 409237 GQA94 RS18515 WP 199270066.1 DELDGRTFWLEGQVAGLPEISSAVVRFELVDV.SSRHAGLPSRVRLAWYGG....................PAVQAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 409237 GQA94 RS18515 WP 199270066.1 RLAARLKRPRGLVNPQSFDYEAWLLARRIGASGTVKAGERLSDARG............GRAWRDQLRRRLMGVDAQG.RS 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAAS............SGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 409237 GQA94 RS18515 WP 199270066.1 GAIAALVVGDDSGLSPADWRVLQDTGTVHLMVISGQHVGMLAALLYGLVALL.......ARWGVW..PRRVPWLPWACAF 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 409237 GQA94 RS18515 WP 199270066.1 ALAGALGYGWLAGFEVPVQRACMMVALVLLWRLRFRHLGAWLPLLIALNGVLLMDPLASLQPGFWLSFAAVGLLVWMFRG 345
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 409237 GQA94 RS18515 WP 199270066.1 .......RL.......GRWNAWRSLGRAQWGMTLGLLPVLLALGLPVSLSGPVANLIAVPLVSALIVPLSLIGTALLWLP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 409237 GQA94 RS18515 WP 199270066.1 SVGESLLWLAGGLLAVLFDGLQWLAHWRSAWLPVSLPLWSGLLVALGTLLILLPAGV...PFRALGAVLLAPLLFPPASS 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 409237 GQA94 RS18515 WP 199270066.1 PAAGEAQAWVFDVGQGLAVLVRTRNHAVLYDAGPRYGDF.DIGERVVFPSLRALGLADLDLLILSHADSDHAGGAPAIHR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 409237 GQA94 RS18515 WP 199270066.1 QMQPARVLSGEPE.......QLPASLGAQGCRSGERWEWDQVRFTLWRWE......RAEDGNQSSCVLLVEANGERLLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 409237 GQA94 RS18515 WP 199270066.1 GDIDAAAEQALVASGLPH..DVRWLLVPHHGSRSASSSAFIEAAGAHGALVSRSLHNAFGHPHADVVQRLRASGAQIFDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGMEV..NARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 409237 GQA94 RS18515 WP 199270066.1 AELGALQIRLGR..FETVRGSRAERRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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