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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 409220 GQA94 RS05930 WP 158187210.1 MNTTLSRLGLSLLAA.IVSPALLAANLNSLDIASLPGDRVELKLAFDEPVPAPRGYTLDQPARIALDLPGVSSKLASKNH 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNR 79
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VNLTKSTDTALSVGPSAYFSTTRVDEGSNVNTLVFFIVLVKLVIGNENS IASGPQSATGPTSSANSAVAVSTATAKTPLVAKAPSPAPAVSYAQSKPAIAKAPKTVAPSVAYSLPVPAPAQ
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA.....TPV..............ATSAPAP 141
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN.....KPL..............PVVS.AQ 140
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN.....KPL..............PVVS.AQ 140
NTDB id 409220 GQA94 RS05930 WP 158187210.1 ELGVGNARSVTVVEAQGRTRLIVNLTSLVPYSTRVDGSNVFVVLGESGAPSSAVTATPVAP....V...SKAAPVASLAA 152
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPA 159
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 QQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 409220 GQA94 RS05930 WP 158187210.1 GKSISNIDFRRGDDGAGNVVITLSDPSISPNIEEQGGKIRVSFAKTQLPESLRVRLDVQDFATPVKFVDSSSKADGASIA 232
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNIT 300
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 409220 GQA94 RS05930 WP 158187210.1 IEPSGRYDYLAYQTDDKLTISVKPLSEADAEKRKAEHFTYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 312
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 319
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQG 380
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 409220 GQA94 RS05930 WP 158187210.1 LRLQNVPWDQALDLVLKTKGLDKRQVGNVLLVAPADEIAARERQELESQRQIAELAPLRREVVQVNYAKATDIAKLFQSV 392
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSV 399
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 RNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIE 451
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 409220 GQA94 RS05930 WP 158187210.1 TAVDAQ.............................TAERGSIAVDERTNNIIAYQTQDRLDELRRIVAQLDIPVRQVMIE 443
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIE 453
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGS...ETTLWNLRNPDSN.....GTYTIERPDNLNVDLGVTTTGAS 523
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS...ETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVSNP.AG 535
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS...ETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVSNP.AG 535
NTDB id 409220 GQA94 RS05930 WP 158187210.1 ARIVEANVDYDKALGVRWGGNYVGDQWSAYGKDGARSIDDDGVVRL..PG.TDTVGNFTLEDGVAPVPFVDMGVLGS.TS 519
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGMNC.GPI.AGSCTFPTTGTSKSPSPFVDLGAKDA.TS 530
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 SIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTP 603
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTP 615
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTP 615
NTDB id 409220 GQA94 RS05930 WP 158187210.1 GFGIGFIS.DHVLLDLQLSAMEKTGNGEVVSQPKVMTADKETAKILKGTEVPYQEASSSGA...TSTSFKEAALSLEVTP 595
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTP 606
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKK 682
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRK 694
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRK 694
NTDB id 409220 GQA94 RS05930 WP 158187210.1 QITPDNRIIMDVKVTKDAPDFRNAMNGVPPIEKNEVNAKILVNDGETVVIGGVFSNSQTKSVDKVPFLGDVPYLGRLFRR 675
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRR 686
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 409220 GQA94 RS05930 WP 158187210.1 DVVTDAKSELLVFLTPRILNHQAIAVNR 703
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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