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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .BVABAYTA KETRIZANZEYVVRD

NTDB id 1019 ACIAD RS04205 WP 004922051.1 DGDMEAQ

NTDB id 409213 GQA94 RS01510 WP 158186402.1 PEMTRET

NTDB id 1203 PSJM300 01605 AFN76401.1 PEMTRET,

NTDB id 1307 DR RS10055 WP 010888596.1 ASBTRK

NTDB id 1116 NGFG RS10615 WP 003690200.1 AEBIGN

NTDB id 1086 NMV RS00245 WP 002218487.1 AEBIGN

NTDB id 1185 GTF74 RS11940 WP 000350195.1 HSBAYHR,

NTDB id 1176 A1552VC RS01160 WP 000350195.1 HSBAYHR,

NTDB id 1194 PAKAF RS01995 WP 003084552.1

NTDB id 1283 ACE17W RS02630 WP 010947729.1

NTDB id 1259 GC0O85 RS10305 WP 010947729.1 IYPEBEHKBYIK
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ApNRGLVLVYGITGSGKSTT AAMpyelYId

NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERSAUSINIQORDMP GINTG GKST LA MI[nphs!

NTDB id 409213 GQA94 RS01510 WP 158186402.1 G. ANSNARGLVLIMIGINTG GKST LAAMIEYR

NTDB id 1203 PSJM300 01605 AFN76401.1 G. AIRNARGLVLIQYGINTG GKST LAAMI{EY)

NTDB id 1307 DR RS10055 WP 010888596.1 D. ANFNGRGLVLVTGPTGSGKSTTLA MIsl

NTDB id 1116 NGFG RS10615 WP 003690200.1 N. AIRIYRG VLVTGPTGSGKSTTLAAMIN

NTDB id 1086 NMV RS00245 WP 002218487.1 N. AINIYRG VLVTGPTGSGKSTTLAAMIN

NTDB id 1185 GTF74 RS11940 WP 000350195.1 N. ANNgY GLVLVTGPTGSGKSTTLAAM I

NTDB id 1176 A1552VC RS01160 WP 000350195.1 N. ANNEY GLVLVTGPTGSGKSTTLAAM I

NTDB id 1194 PAKAF RS01995 WP 003084552.1 G. DAMZRGLVLVTGPTGSGKSTTLAAM |y

NTDB id 1283 ACE17W RS02630 WP 010947729.1 N. AMRIRGLVLVTGPTGSGKSTTLAAWIM

NTDB id 1259 GC085 RS10305 WP 010947729.1 N. ARISSIRGLVLVTGPTGSGKSTTLAANIN
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 |HERNAIARARAA:E HICRIE TIJAETGHL[®U T LHEANKJARKR]

NTDB id 1019 ACIAD RS04205 WP 004922051.1 TIEDPIEF HiX#NeC W\PDVIL GE INSAETGHLVF TLHEANRJANIN

NTDB id 409213 GQA94 RS01510 WP 158186402.1 IEDPIEF H[iEIC I\PDVIL GE INJAETGHL) T LHEANIJANI]

NTDB id 1203 PSJM300 01605 AFN76401.1 IEDPIEF H[pi{RC I\PDVIL GE INJAETGHL T LHEANIJANI]

NTDB id 1307 DR RS10055 WP 010888596.1 NQREV{ESIDTIRSFPIBJALR ALR BPDVILVGE TAAETGHLVIIGTLHTNFAIRN

NTDB id 1116 NGFG RS10615 WP 003690200.1 NQRE HTSFALSALREDPDVILVGE TAAETGHLVFGTLHTNEARK

NTDB id 1086 NMV RS00245 WP 002218487.1 NQRE HEBITMSEFEWALRSALREDPDVILVGE TAAETGHLVFGTLHTNEARK

NTDB id 1185 GTF74 RS11940 WP 000350195.1 NQREVHRIDTISISFROJALRSALREDPDVILVGE TAAETGHLVFGTLHTERARK

NTDB id 1176 A1552VC RS01160 WP 000350195.1 NQREVHRIDTEISFISYALRSALREDPDVILVGE TAAETGHLVFGTLHTEEARK

NTDB id 1194 PAKAF RS01995 WP 003084552.1 NQREVHRIDTINEFRINALRSALREDPD ILVGE TAAETGHLVFGTLHTsSJARK

NTDB id 1283 ACE17W RS02630 WP 010947729.1 NQREVHIAD TIMSFNFAALRSALREDPD ILVGE TAAETGHLVFGTLHTNEJANK

NTDB id 1259 GC0O85 RS10305 WP 010947729.1 NQREVHIADTIMSFNFAALRSALREDPD ILVGE TAAETGHLVFGTLHTNBJANK
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NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
409213 GQA94 RS01510 WP 158186402.1

1203
1307

1116 NGFG RS10615 WP 003690200.1

1086

1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1194 PAKAF RS01995 WP 003084552.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
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1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
409213 GQA94 RS01510 WP 158186402.1
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1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
409213 GQA94 RS01510 WP 158186402.1

1203
1307
1116
1086
1185
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1283
1259
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PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1

PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1

NMV RS00245 WP 002218487.1

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
PAKAF RS01995 WP 003084552.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1

PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1

NMV RS00245 WP 002218487.1

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
PAKAF RS01995 WP 003084552.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
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KIP. ENF .................................................
LNK. S .................................................
LNK. S .................................................

...................... 368
...................... 383
...................... 381
...................... 381
ATPAAPAAGRSEPGRAGGFGRR 418
...................... 347
...................... 347
...................... 345
...................... 345
...................... 344
...................... 344
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X non conserved
B similar
>50% conserved

313
316
315
315
319
315
315
314
314
314
314
314

368
383
381
381
396
347
347
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345
344
344
344



