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NTDB id 409154 GP482 RS09435 WP 158914808.1 MLGIITFIIVFGILVIVHEFGHLYFAKKSGILVREFSIGMGPKIFSHFDKEGTAYTFRILPLGGYVRMAGWGDDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!!!***!***!**!!!!!**!!!*!!!!!!!!*!!!!!!!!*!**!*!!*!!*!!!!!!!!!!!!!!!*!!!!!!!

logo GTSPASLSTLNGKDGLKVTRR INLSHDKRQLVDNQTALPMNVTSAYDLEDKLETITGLVLDGEQTKTYKEVHDHDATIVEEDGTE I
LR IAPLKDVQY

NTDB id 409154 GP482 RS09435 WP 158914808.1 GTPASLSLNKDGLVTRINLSHKQLDNTALPMNVTSYDLEDKLEITGLVLDEQKTYKVHHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!*!*!!!*!*!!!!!**!*!*!!!!!!!!*!!!!!!!*!!!!!!*!*!!!*!*!!!!!!!!!!!!*!!!!*!!!!

logo QNATSVIWGRLMITNFAGPMNNF I LGTVLAVF I LI LVAFMVQGGVPQNDPTSTNALVIRQVTADNGGAMAQAVASGVLKDTGDKAVI LVAVIGNNKYDKVSTNDWSDESLTKE
NTDB id 409154 GP482 RS09435 WP 158914808.1 QNATVWGRLMTNFAGPMNNFILGTLAFILLVFMQGGVPNPSTNAVRVTDGGAMQAAGVKDGDKVLAVGNYKVSNWSELTE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!!!*!!!!!!!!!!!!!*!*!!*!*!*!!!!***!!!***!**!!!*!**!*!*!!***!****!!**!**!*!

logo AVLARKESNTKQGKI
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NTDB id 409154 GP482 RS09435 WP 158914808.1 AVAKSTKGISKDTTIPVTVKDTSGKTKTLDIKPVKNHGSYLIGVSSALKTGFWDKITGGFQMSWQSAMLILNALKGIVSN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!***!!*****!!!!***!***!***!!****!!!**!!!**!!!!**!!!*!!!!!*!**!**!!**!!!***!

logo FSLDNKLGGPVAMYFQAMSSAQAASSEYSGLPI SVI ILNDLLMAGLMLS INLGIVFNL IP IPALDGGKI LVMNLI I E I
A
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NTDB id 409154 GP482 RS09435 WP 158914808.1 FSLDKLGGPVAMYQASSQAASYGLPSVINLLALLSINLGIVNLIPIPALDGGKILMNLIEIVRRKPLKQETETYVTLVGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!*!!!!!!!!*!*!*!!***!!*!***!***!!!!!!!*!!!!!!!!!!!!!*!!*!!**!!!!!*!!*!*!*!!*!!
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NTDB id 409154 GP482 RS09435 WP 158914808.1 VIMIILMIAVTWNDIMRVFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
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X non conserved

X similar

X ≥ 50% conserved


