
logo MSDNRSTHI
L
D
EEKYKTWDLSTTI

VFATDAEDTWEATELYAEKSLTDVAQDLEKDKAKSAKYAKGHLLTDESASKDNLLAGAITEHLYLMDSLMSRRLEKI
VYVYASMKND

NTDB id 409104 GP482 RS01665 WP 158913360.1 MSDNRSHIDEKYKWDLSTVFATDETWEAELAKLDADLEDAKKYKGHLTESSKDLLAITEHYLDLSRRLEKVYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!**!!! !!!*!*!!!! !! ! !! ! ! !!! *! ! !!* !!*!* ! !!!!!*!!!!!!!!!

logo QDTTVAGKLYQEYQAKASTANLYASKQLYSEAVFAFYFYEPEFLMAQLDSADEKEKFLAAEFKVAEEQETPAGLGSALYADHFYFEQRLFLAKNRKQADHVLSQEKAEEELLAAGA
NTDB id 409104 GP482 RS01665 WP 158913360.1 QDTTVAKYQEYQAKATALYAKYSEVFAFYEPELMQLSAEEFAAFVAETPALSAYAHFFEQLFKRQAHVLSQKEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!!!!!* !! !! !!**!!! ! ! ! ! !*! ! !*!! ! !!!!! !!!!!*!

logo

G
H
D
E I FGNAGAPGTDETFENI

VLDNADI LVFPVWVLSDDGEQGDNEVVEQLTHGNF I STLLMESKDNRDI
VRKAGAYEAMYAGTYEQFQHTYAKQTLQGTNVVKVH

NTDB id 409104 GP482 RS01665 WP 158913360.1 HEIFGAAGETFEILDNADIVFPVVLDDEGNEVQLTHGNFISLLESKNRDVRKAAYEAMYATYEQFQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus **!! ** *!! *!!!!!!*!! ! ! ! ! !!!!!!!*!*!!! !!*!!*!!!!!!*!!!!!!!!!! !!! !!!!

logo NYDQAKRVHRHFYKNSAREHAALASANF IPEASVYDSTL ILDERSVNAKHLPLLHRYLVDELRKKVLGKLDDELKMYDI
V
H
YTPLSEMTDEMTASFLTYEEASLK

NTDB id 409104 GP482 RS01665 WP 158913360.1 NYDARVHHFKSAREAALSANFIPEAVYDTLIDRVNAHLPLLHRYVELRKKVLKLDDLKMYDIHTPLSEMDMSFTYEEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!*!* !!!*!!! !!!!!! !!!*!** !! !!!!!!!!**!!!!!! !!*!!!!!**!!!!! * !!!! !!

logo KAEEVLAI
VFGEKDEYFSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNT

NTDB id 409104 GP482 RS01665 WP 158913360.1 KAEEVLAVFGKDYFERVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!!!*!! *! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEVDKDDKATRFAI LNHFYLDGFKGTI
VFRQATQFAEFEDHAMIHEKADAQASGEQI

VLTASDEFY
NTDB id 409104 GP482 RS01665 WP 158913360.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEVDDDKARFAILNHFLDGFKGTIFRQAQFAEFEDMIHKADQAGEVLTSEY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!*!!!!!!!*!!! !!!!!!* !! !! ! *!! **

logo

L
MNKNLYADLNEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLADEKI

VVHGTEQEVDI
K
D
E
A
RYLDTYLKAGNSSDYPL

NTDB id 409104 GP482 RS01665 WP 158913360.1 LNNLYADLNEKYYGLSKEDNPEIQYEWARIPHFYYNYYVYQYATGFAAASYLADKVVHGTQVDIDRYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!!*!!!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!*!!!! ! * !! !!!!! !!!!!



logo

E
NVI EKKAGVDMTNSSTDYLDAAFKI

VFEDRLNVELEALVEKGAVHLS
NTDB id 409104 GP482 RS01665 WP 158913360.1 NVIEKAGVDMTSSDYLDAAFKIFEDRLNELEALVEKGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! *!!!!!!!!*!!!!! !!!!!!!!! !!*

X non conserved

X similar

X ≥ 50% conserved


