
logo

MKNRQSKGI LIRSAQRI FLGSI ILAGI LTLVASYAAS IMLFMSALMQPVAAYLSALKAQDAVNADS ILETIKNSLVDVKPVAMLANP I
LPEGDQNGRTVERLIKRDLVFMQFDNSEGKLPPVLAPKQAQLPQRAAGSFYQTI ILTEQKQPAPR I

L
A
I
VLDLFDPIGKSAVTGQDNQMKQI

L
A
G
P
K
T
SDQ

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 409003 GO174 RS11835 WP 233921186.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLGT.. 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLAK.. 77
consensus

logo

S
K
L
N
T
I
R
K
E
P
T
L
V
I
S
T
Q
T
V
L
N
G
E
N
S
A
T
L
R
S
HS IVYDTNI

V
S
V
E
S
A
A
D
V
D
K
G
K
DRATVRLVAVI IMVLKENL

M
I
R
T
D
K
D
H
K
T
N
R

A
L
S
G
G
S
V
L
A
N
T
K
S
A
F
L
T
Y
S
T
P
G
T
Y
R
S
K
T
V
L
E
A
T
W
Q
G
G
N
S
T

L
N
I
V
W

R
F
Y
L
C
F
I
T
S
V
L
F
K
V
W
F
I
L
V
S
N
G
A
G
N
L
I
S
K
P
Q
S
A
S
N
G
T
D
C
L
A
S
T
F
L
L
P
V
C
E

L
N
ASTAKSPAEMF

P
T
V
V
F
K
L
A
I
S

A
T
SP
SAPASYAQP IKPK

N
P
Q
A
Q
Y
V
E

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVFIT.............NQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVFIT.............NQV 145
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFSL....LL...APFVA...............AE 33
NTDB id 409003 GO174 RS11835 WP 233921186.1 ...........................MIKGLNA..STAWGIRCLFVGA....CLLLSAAT.L...............AQ 31
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVGL....ALCASSMVFS...............AE 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVGL....ALCASSMVFS...............AE 32
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATP.....VAT.SA............. 138
consensus * * ** * * * ** * *

logo

P
E
S
V
P
V
N
A
P
Q
T
A
G
Q
S
K
A
Q
R
H
N
A
G
S
E
Q

I
L
G
R
E
K
S
R
NIGDFQR I

T
G
R
V

G
I
N
A
E
K
Q
D
E
K
G
Q
K
D
E
G
A
A
G
L
N
R
V
I
L
V
L
I
V
I
V
D
E
V
L
Q
V
A
S
G
D
S
A
T
P
A
N
T
G
S
L
T
I
A
I
S
P
V
P
I
VDI

V
K
T
Q
E
R
K
Q

T
Q
V
E
Q
G
G
Q
S
K
E
E
K
G
V
I
L
N
R
S
V
L
V
I
R
D
N
E
F
L
A
P
L
G
N
K
I
T
Q
S
D
K
L
I
V
K
S
A
P
T
L
D
A
H
N
D
Q
K
L
A
R
M
L
R
V
K
Y
L
R
Y
L
N
D
T
V
R
T
S
KDFHASSTAVPVAQEFNIS IVDNTEASMVSYQFANQRDEKQQSTEGDKSPNRTKSGVT

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 409003 GO174 RS11835 WP 233921186.1 EAAANQLKNIDFRINKDKAAVLIVELASASAVVDVQKTEQGLNIELLKTDVSDDKLYLLDVRDFATAVENIEVFRQQPST 111
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
consensus * ***!*!* ******** *!** * * ** * * * * * ****!! **! **** *

logo

L
S
V
Q
R
I
M
L
S
T
V
A
V
I
E
Q
Y
L
T
I
P
S
V
Q
S
T
K
D
E
G
L
S
D
E
F
Y
D
E
N
S
G
Q

Y
H
L
M
F
D
A
V
Y
R
S
T
Y
L
Q
A
T
V
K
D
E
N
G
R
N
K
K
R
Q
Y
F
L
M
T
E
I
V
K
D
S
V
L
V
I
G
R
F
K
S

R
P
K
M
P
L
Q
T
K
T
A
N
D
E
D
N
E
A
V
I
K
E
A
P
R
L
P
R
Q
K
D
N
R
A
P
S
KLKDNKS IKNVFQLADNVEFYKETGEKKRLLI S ILDNFQNDIDESP I

VRRSANVLQLLIADFYNTDENQGLIFNMLVATVASDTKSVERVQG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPD.KSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEG 192
NTDB id 409003 GO174 RS11835 WP 233921186.1 LLVATVQGEFNYDYSLKGNYLEVVIRKLKAEEKAKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNEFNLVVSDSVRG 190
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQ.DNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
consensus * * *** * * * * * ** *** * !* *!**!!*! *! !!!!*!!* !*!**!*! !



logo

D
NI
LTLHRLKQNDNDGI

VPWDQQAVLDLIVI LKTQTVQKNGLDKRKRVLNKDGNVLMIWLVIDATPAVKSADESE I
M
L
A
I
D
A
K
L
S
M
REREKDEQAEQALKEASKI

A
Q
A
K
Q
R
M
Q
T
L
E
S
A
I
A
K
T
E
K
E
I
LAEGEDP I

L
S
K
Q
R
R
T
SDEYLI LI ILKQLVIKNFYAKAASDI EAEQAKVLMF

I
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMI 272
NTDB id 409003 GO174 RS11835 WP 233921186.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKEELDLREKQQLEKARMAEELGDLQSDILIINFAKASDIAQMI 270
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
consensus **!!*! *!! ! !!**! **!!!! !!!********** *!** ** * **** ****** ***!!! !!* **

logo

N
Q
T
K
G
Q
S
D
G
D
G
V
K
E
R
T
G
N
S
D
SGGTQSENGSKNTNGSATVEPLGDSAVQ

N
G
I
N
V
T
N
S
L
M
E
L
G
S
G
P
D
ERGTKSMITSLVIDDPAERTNATS IL IWLAINYQRQDEPTLQSGPQDTERKNLIDAEQEVLVIRDKREMLIVIADSKELQSLDIPVRKQVLMQI EAR IVRETI

A
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDK......................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDK......................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NGEG.....................NISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTI 331
NTDB id 409003 GO174 RS11835 WP 233921186.1 GGDG.....................AVNMLSERGSISIDERTNALLIRELPENIAVIRDIVASLDIPVKQVQIEARIVTV 329
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GGEG.....................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTV 330
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GGEG.....................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTV 330
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQEGK.................EGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEA 459
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSNTNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRA 457
consensus * ****!!****!*!!!**** * * ** *!*** !!!!!*!! !!!!!! *

logo

K
N
T
T
V
K
E
S
D
G
Y
F
N
D
M
L
S
D
E
K
Q

S
D
E
M
I
LG I

V
K
RWGGIFVALTMSYRSHIQPTGKTNI

H
G
L
N
S
Q
T
W
H
N
T
S
G
T
V
Y
S
GGKTSDLIGSNI

L
G
L
I
V
G
K
D
G
E
S
D
E
N
T
S
T
N
G
L
A
G
M
W
A
T
N
Q

C
L
I
K

R
G
N
L
P
L
Y
P
A
E
D
I
S
G
N
G
A
G
N
N
S
T
E
LARCSY

G
D
G
T
D
F
G
I
A

G
S
P
T
A
D
G

S
T
N
D
S
E
G
V

T
F
V
A
E
G
S
P
K
R
I
L
V

P
S
E
D
P
E
R
D
N
S
R
F
P
L
F
NLVDNLGAVSAAKVTPLTDTGSPTAAGTN

NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKDFSQDIGIRWGVSRPTHL...SGTL..................EGANELARGTAPANVVPLERRLNLDLAAAPLTGAT 502
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TKDFSQDIGIRWGVSRPTHL...SGTL..................EGANELARGTAPANVVPLERRLNLDLAAVPLTGAT 502
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NEGNMDELGVRWGFTSINGSHTVGGSI........ENNLATIGLYDGGGE...GDDGGSSVGIDDFLNVNLAAT...SPN 397
NTDB id 409003 GO174 RS11835 WP 233921186.1 NEGNLDELGVRWGFSSTNGSTTTGGSI........ESNLGAIGLYDGGNN...SGGSGDGVAIDDFLNVNLAAT...SAN 395
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KEGNLEELGVRWGVMSTNGSHSVGGSI........ESNLWQKGLLA...........DDEFPVDEFLNVNLAST...SAN 388
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KEGNLEELGVRWGVMSTNGSHSVGGSI........ESNLWQKGLLA...........DDEFPVDEFLNVNLAST...SAN 388
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDED..GMNCG..PIAGS...CTFPTTGTSKSPSPFVDLGAK...D.A 528
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFSKEMGVKWGILSQGINQN.....SNLLVGGSETTLWNLRNPDSNGT...YTI.....ERPDNLNVDLGVT...TTG 521
consensus * **!**!!* * * * *** * * * * * *** *** !*** **

logo

T
P
A
T
A
S
G
SVIGAI

F
A
G
Q
F
L
V
I
A
S
K
T
LNGADSGDNFITI

M
LLDLQELSAMLEQAKQRNSDTEGSNYRKGAEVLIVI SQTSPKRVLMVI STASTDNQKEKQKTAPAKVYVIALEKTSQGSVETEVIPYLQSETASTSNSSAGAGSTASTASTTVTSAFKEKAALVLSLEK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 PASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLK 579
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLK 579
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVTFKKAVLSLK 474
NTDB id 409003 GO174 RS11835 WP 233921186.1 ASSIAFQVAKLGADTLLDLELSAMQRESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...TSVAFKKAVLSLK 472
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLK 465
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLK 465
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLE 603
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLE 600
consensus ****** **** *!!!*!!!** * **!**!*!******** ! ** !*!*!! ****!*! ****!!*!*!!!*



logo VTPNQITPDGNKR I
L
I
L
V
V
M
L
E
D
V
L
K
N
Q
S
I
V
A
N
T
K
N

QDASTR I
R
P
D
N
S
G
Q
S
Y
P
E
T
V
Q
N
Y
T
V
A
M
L
Q
F
K
L
N
TGEVTAPGEAVI

P
S
A
L
I IDNKTKNQTERVINQGATKNQI

VLVNDNGQETI
VVI

LGGVIYFESKQNQHETDSQTKI STNKNAVS IVETNDRKI
VPFLFLGEDLPLYVVL

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTPQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTPQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VTPQITPDNRLVLDLSVTQDRPGQVV.KTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLL 553
NTDB id 409003 GO174 RS11835 WP 233921186.1 VTPQITPDNRLVLDLSVTQDRPGEVV.KTGTGEAVAINTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPVL 551
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VTPNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYV 676
consensus !!!*!!!!******* ***! * ! * * ** * ***!!!*!*!*!*!!** * *******! *!*!!**

logo GI
R
ALFKSRKNRDRSTATQYKVIENSQTDEVLMARKGNKENSELLVI FLIVTPKR I

V
M
I
V
N
T
I
D
N
Q
Q
T
A
A
I
L
I
V
S
A
G
I
I
N
T
G
H
T
R
I EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 409003 GO174 RS11835 WP 233921186.1 GALFRRSYEQMGKSELLIFVTPKVVIQ................ 578
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
consensus ! !!*** *** !!!*!*!!*** *

X non conserved

X similar

X ≥ 50% conserved


