
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFNYRKQKFKRLQNTLMALAFLAVLS I ITPLTI
VT

NTDB id 408996 GO174 RS10445 WP 158125392.1 ................................................MFRFNRKQKFKRLQNTLMLAFLVLSITPLTVT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!! !!!!!!!!!!!!! !!! !!! !!!*!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQVIDYLMMTAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDGVDS IDEAQAREHAQ

NTDB id 408996 GO174 RS10445 WP 158125392.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQVIDYLTAKESEVMGFVRSELAYASGGRFYGLVNAFQRLGVDIDQAREHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !* !!!!!!

logo QRYI
V
P
TGSGDQIKTSVLPEQSNSSYVGSERYRLLHKRYHWAYLMELLKRSDFDDI LLVDIDNGNVVYS I FYKNYADNFYGTNLLTGKFYKQ

NTDB id 408996 GO174 RS10445 WP 158125392.1 QRYVPGSGDQIKTSVLPESNSYVGSERYRLLHKRYHWAYMELLKRSDFDDILLVDINGNVVYSIFKNANYGTNLLTGKFK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!**!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!*! !*!!!!!!!!*

logo DSTNLGHQTFKRQRLEKQQTVNSEHQRKTNEDFYTPVVI
LSDFVDQEDNGKRQYAWLMGAP I IQQGYLHSYAMFRLPNSNAGITKL IADEGTNSSNTPSSM

NTDB id 408996 GO174 RS10445 WP 158125392.1 DSNLGQTFRQLEKQVSEHRKTNEDYTPVVLSDFVDENGRQYAWMGAPIIQQGYLHSYAMFRLPNNGITKLIADTNSTSSM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!* !! ! !*!!!!!!*!!!!*!!!! ! !*!!!!*!!!!!!!!!!!!!!!!!!! !*!!!!!!* ! *!!

logo

Q
RTI

LLVGQDHRSRTLATSYAEEQI
P
A
E
I
V
D
EKSKTAQVI

VDLWALNSGKSRASVGTYTNQTADGEKQI
TIAAYAP INLKDNI

LHWALVVELPEKEAFARVRQ
NTDB id 408996 GO174 RS10445 WP 158125392.1 RTLLVGQDHRSRTLAYEQPEIDKSTQVIDWALNGSRSVGTYTNQAGEKTIAAYAPINLKDLHWALVVELPEKEAFARVRQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!!!!!!! * **!! !*! !! ! ! !!!!!! !! !!!!!!!!!! *!!!!!!!!!!!!!!!!!!!

logo LEKLF IVFAMLTAI IVLVVIASHYLSNF ITSPLLKLTWAAERVSAGDLDEATMINTDERKRDE IGRLAVSFERMQRS IREKI
M
Q
SL I

NTDB id 408996 GO174 RS10445 WP 158125392.1 LEKLFIFAMLTAIILVVIASHYLSNFITSPLLKLTWAAERVSAGDLDETMINTDRRDEIGRLAVSFERMQRSIREKMQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!*!!!!!!!!!!!!!!!!!!!!* !!

logo KASQNKELESNI
L
L
Q
I
V IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL I SGANGP INSAAHKYQLDI I I SSGQRLA

NTDB id 408996 GO174 RS10445 WP 158125392.1 KAQNKELESNIQVIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPINAAHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !!!!!!!!* *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGANLDINQRCTAVDNLSNSATRLVLELSHNHLLGKKPTI
LR I INQVASENQPVWVSADAPQRLEQVLYNL IGNAIKY

NTDB id 408996 GO174 RS10445 WP 158125392.1 TLVDDLLDYHKMRYGNLDINRTAVNLSNATRLVLELSNHLLGKKPIRIINQVAENPVWVSADAQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!*!*!! !! !!!!!!!!!*!!!!!!**!!!!!! !*!!!!!!!*!!!!!!!!!!!!!!!!!

logo TSEGKIV I SANTHYI
VDDNHKI

VRVQVVDTGQGIPAEQLEHI FEPL IQAGHDATSRYRQGAGLGLS I SRQL I ELMHGSTLYVSSQPMV
NTDB id 408996 GO174 RS10445 WP 158125392.1 TSEGKIVISANHVDNHIRVQVVDTGQGIPAEQLEHIFEPLIQAGHDTSRYRQGAGLGLSISRQLIELMHGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! **! **!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo GTTFSFTLP I
LASEEQE IAAQAQRLTEQLPHFQAPEFVLTDELSDELPENQHSNS ILPENEPHNGPLLLVADDEPVNLRVLDSFLRLEGYRVHRTAQ

NTDB id 408996 GO174 RS10445 WP 158125392.1 GTTFSFTLPIASEQEIAAAQLTQLPHFQAPEFTELDLPENHSIPENPNGPLLLVADDEPVNLRVLDSFLRLEGYRVRTAQ 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*!!! !!! ! !! !!!!!!!! * *!!!** *!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo DGHNEQVLEKAI
V
A
K
E
REKPELLVLLDIMMPGMSGYQVCEEKLRKQTYDHAEQLP I

V IMLTALNQSTDDRVRGFEAGANDYLSKPFNKQELA
NTDB id 408996 GO174 RS10445 WP 158125392.1 DGNEVLKAVAEEKPELLLLDIMMPGMSGYQVCEELRKTYDHAQLPVIMLTALNQTDDRVRGFEAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* !! !* !!!!!*!!!!!!!!!!!!!!!! !! !!!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo AR I IVAHLTASKAELQRR I ENAEQLQKELKHRAMVEASLLETQGRLLEQLESAPEAI LVC I
V
K
REDGHNKI

VRFANEAAASRLFKRRSTPQEQ
NTDB id 408996 GO174 RS10445 WP 158125392.1 ARIIAHLTASKAEQRRIENAELQKELKHRAMVEASLLETQGRLLEQLESAPEAIVCIREDHKIRFANEAASRLFKRSQEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!*!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**! *!*!!!!!!! !!!*!**!!

logo

I
LKRSNADEEL IAPKFYLLNI

VEQEHYCGNI
VDI

V
F
YVDDI

VRQHLVNSADVLRLPEQGASGLQAMYI FNVGGS IVNAAR IHNLETAVEALSSY
NTDB id 408996 GO174 RS10445 WP 158125392.1 IKRSNADELIAPKYLLVEQEHYCGNVDIFVDDIRQHVNADVLRLPEGAGLQAMYIFNVGGSINAARIHNLETAVEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus *!!!!!*!!!!!!*! *!!!!!!!!*!**!!!*!!!* !!!!!!! ! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo AFEGDKDKLQKQLKELGGEFTRLADKASGDESYQSKQDLMRAVLVDEAMTSALNYWEKRVSGQSKFTFAEQSGLWRVYLDRSTLQ
NTDB id 408996 GO174 RS10445 WP 158125392.1 AFEGDKDKLQQLKELGGEFTRLADKASGDSQSKQDLMRAVLVDAMTSALNYWEKVSGQSKFTFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!* !!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LDEHCKQEAQGPERTHYI EMVQRDKLQKLLTSE
NTDB id 408996 GO174 RS10445 WP 158125392.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILDHCQEQGPERTYIEVQRDKLQKLLTSE 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !!!!!*!!*!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


