
logo MLYHHKNVINL ILAPWRDENARQREEAHRKRRF ILVGLCIVLMTLAGALVI
L
M

A
L
VAVLLGMVQFWAGI

AGEFKYYLDGQGQYQMQTADQALQQQEQRI
L
A
D
G

F
YLANQHQYHI FRSSQLDAQTRQI EAAEKMLKVITAEEQEHSK

NTDB id 1405 DSB67 RS13995 WP 010643496.1 MLYHINLLAWRENQREEHRRRFIGLILLGAIAALGVQWGIGKYYQYQQDQQQQRLDYLAHYISQLDTRIEAMKIAEQEHS 80
NTDB id 408937 GO175 RS03350 WP 158147935.1 MLHNINLIPWREAQREAHKRRFVGLCMLALMVALGVQWGAGFYLDQQTQAQQQRLAFLNQHIRQLDAQIAELKVTEQEHK 80
NTDB id 1172 A1552VC RS12120 WP 000902745.1 MLHKVNLLPWRDARREAHKRRFLGLVTLGVLLAVLMQFAAGEYLGGQMALQQERIGYLQQHIFSLDQQIAKLKIAEEEHK 80
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VDKIKMNDGEHYQE I E ITSGI SDSTSARLATMLDNMLERKSADTQKLLSTEDVDEGMHES IV
NTDB id 1405 DSB67 RS13995 WP 010643496.1 KILERLKTVEGLQNGRNKTTEFMNLMPSVIPEGVYVDKIKMNDYEIEISGISDSTSRLATMLDNMERSAKLLDVDMHSIV 160
NTDB id 408937 GO175 RS03350 WP 158147935.1 ALLTRLNIVESLQQKRNKTTEFMNLMPQLIPEGVYIDKIKMNGEEIEISGISDSTARLATMLDNLEKSTQLSEVGMHSIV 160
NTDB id 1172 A1552VC RS12120 WP 000902745.1 ALLTRLTVVEQLQQKRNKTTEFMNQMPNLIPEGVYVDKIKMNGHQIEITGISDSTARLATMLDNLEKSDKLTDVEMHEIV 160
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NTDB id 1405 DSB67 RS13995 WP 010643496.1 HGKARFGKEFQTFKVSFMFKDASIKG.....GKQHG 191
NTDB id 408937 GO175 RS03350 WP 158147935.1 SGNRRFGKQFQSFKVSFLFHASAHKPLATVTGEKHG 196
NTDB id 1172 A1552VC RS12120 WP 000902745.1 SGNKRFGKQFQSFKVSFQILTPASNPQAGG..AHNG 194
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