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SNKQNGKHLVLGKQRAPASEPDNDI I LQSNDYLASLASNHPLVIKARLAKKAS ILDLEESQDQSLFMS
NTDB id 408890 GPX94 RS13850 WP 154116182.1 MKYDAKHTRLPEFIQTRLNLFIHDLIESNQNGKHLVLGKRPAENDIILQSNDYLSLSNHPVIKARLKKAIDESQDSLFMS 80
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ....MNKPQLPDFIQNKIDHYIENYFDINKNGKHLVLGKQASPDDIILQSNDYLALANHPLIKARLAKSLLEEQQSLFMS 76
consensus **** ** !!*!!! ** **!* * ! !!!!!!!!! * * !!!!!!!!!! ! !!!*!!!!! ! * ! ! !!!!!
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LEKQQRLADKFATGQFDETCLLSQSGWNANTVAGLLQTICQSPENTNPVYIDFFAHMSLMWEGARYANAQALHPFMHNNCDH
NTDB id 408890 GPX94 RS13850 WP 154116182.1 GIFLQDTHTKPPLEQQLADFAQFDTCLLSQSGWNANTALLQTICSPETPVYIDFFAHMSMWEGARYANAQLHPFMHNNCH 160
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ASFLQNDYDKPMIEKRLAKFTGFDECLLSQSGWNANVGLLQTICQPNTNVYIDFFAHMSLWEGARYANAQAHPFMHNNCD 156
consensus * !!! * !!**! !! ! !! !!!!!!!!!!! *!!!!!! ! !*!!!!!!!!!!*!!!!!!!!!! !!!!!!!!*

logo HL IRKML IKQRHGPGI
L IAVVDS IYSTI

LGTI
MAPLATELVNTIASKEQFHGHCAI

LLVDESHSLGTVHYGPHNGASGLLACELGLSTGREQVDHFMTAVSLAK
NTDB id 408890 GPX94 RS13850 WP 154116182.1 HLIKLIKRHGPGLIAVDSIYSTIGTMAPLTELVTIAKQHHCAILVDESHSLGVYGPHGSGLLCELGLSGQVDFMTVSLAK 240
NTDB id 1155 A1552VC RS17030 WP 001039912.1 HLRMLIQRHGPGIIVVDSIYSTLGTIAPLAELVNISKEFGCALLVDESHSLGTHGPNGAGLLAELGLTREVHFMTASLAK 236
consensus !! !! !!!!!*! !!!!!!!*!!*!!! !!! ! ! **!!*!!!!!!!!! *!!*! !!!*!!!!* !*!!! !!!!

logo TFAYRAGAIWACNNENVDNKRC I
VPF IVGSYPAI FSSTI
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NTDB id 408890 GPX94 RS13850 WP 154116182.1 TFAYRAGAIWANNNVDKCIPFVGYPAIFSSTILPYEVEALSATLAVIQESDDKRDQLARHAKTLRSALVKLGFTIRSQSQ 320
NTDB id 1155 A1552VC RS17030 WP 001039912.1 TFAYRAGAIWCNNEVNRCVPFISYPAIFSSTLLPYEAAGLETTLEIIESADNRRQHLDRMARKLRIGLSQLGLTIRSESQ 316
consensus !!!!!!!!!!*!! ! *!*!!* !!!!!!!!*!!!! *! !! *! ! *! *! !*!* !! *! !! !!!! !!

logo I IAGLETGDERNTEKVRDYLEESHNGVFGASVFCRPATASKNKNI IRLSLNSDSLVNTDQEEQIADKI I EHVCGSDLAI
VNNYGPDNFLYFKR

NTDB id 408890 GPX94 RS13850 WP 154116182.1 IIALETGDERNTEKVRDYLEEHGVFGAVFCRPATAKNKNIIRLSLNSSLTQEEIDKIIHVCGLAINNPNLYFK 393
NTDB id 1155 A1552VC RS17030 WP 001039912.1 IIGLETGDERNTEKVRDYLESNGVFGSVFCRPATSKNKNIIRLSLNSDVNDEQIAKIIEVCSDAVNYGDFYFR 389
consensus !!*!!!!!!!!!!!!!!!!! *!!!! !!!!!!! !!!!!!!!!!!! * ! ! !!!*!! !*! * !!*
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