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NTDB id 408829 GPY12 RS10275 WP 001159859.1 MQFKTTLMTVLLSLCLPAMPMLVTAEETNPTA.............QTEEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA.............QVEEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA.............QVEEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLA.A.DTKA.............DKYEGIEITVNINTASAEEIATMLKGIGEKKAQSI 58
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWA.ETKTKA.............DKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDI 59
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
consensus *** * **!** ** ** !*** * * *** ***!*!*!*!*!****!*!!! !!!**!

logo VQEDYRNTEEKAHNGKNPF ILXKTSHNTVAIAEDQDLLTKENVQSKGIGKEATI
L
V
K
E
R
N
KNERATADCR I IVLFILE

NTDB id 408829 GPY12 RS10275 WP 001159859.1 VDYREANGPFISIDDLTNVKGIGEATVRNNATRILL. 103
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 VDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !*!!* *!*! ***!**!*!!!*!!***! **!**
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