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NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..... 74
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..... 74
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..... 74
NTDB id 408632 GPY41 RS18415 WP 130312477.1 MKKLNKTKKQQGFTLIELMIVVAIIGILSAVAVPAYKNYVAKSEAATALGSIRALVTPAEMMIQENGTISGGVSA..... 75
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAATLA..... 74
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSDV..... 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDE.... 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ..MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSLP.... 74
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ......TAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVTSEIA 142
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ......TAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVTSEIA 142
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ......TAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVTSEIA 142
NTDB id 408632 GPY41 RS18415 WP 130312477.1 ...LGGS..ASHALGTI................TAAGSKIEFTF...GSGSLV.NKKIALTKD.ASTGWKCTYDA.GVPL 128
NTDB id 1292 VP RS12235 WP 005479693.1 ...QLGVDVAANDLGAI........DSA....LAGGSPTLTFTF...DADSSIDGGILTFTRD.AATGWSCLPTAPAIAV 135
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....GFTAATSSVCAT........YSIDAFTETDGAGKIT.CTLKG..NPKIATKIVELTRS.TDGAWTCVSDVPTEFL 132
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTI........ALKP..DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFI 144
NTDB id 1197 PSJM300 03940 AFN76866.1 ..GYIGITDSTS.YCDV........DLD...TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.ADGEWSCASTLDAKYK 134
NTDB id 1204 PSJM300 03935 AFN76865.1 ..GFIGIGASTN.YCTV........TLI...ATATGS..IT.CTTQNGMPDRFNGKTITIART.TDGLWDCTSDLDSRYK 136
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 PKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 PKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 PKGCTAGATIN...... 153
NTDB id 408632 GPY41 RS18415 WP 130312477.1 .DKCN............ 132
NTDB id 1292 VP RS12235 WP 005479693.1 .DGCS............ 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 PKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 PKGCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 PGKCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 PGKCL............ 141
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