logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
408632 GPY41 RS18415 WP 130312477.1
1292 VP RS12235 WP 005479693.1

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
408632 GPY41 RS18415 WP 130312477.1
1292 VP RS12235 WP 005479693.1

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
408632 GPY41 RS18415 WP 130312477.1
1292 VP RS12235 WP 005479693.1

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1

1204 PSJM300 03935 AFN76865.1

consensus

A YOS Aok gelwa
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SACATIN v iee
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1563
153
1563
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X non conserved
B similar
> 50% conserved
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