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MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYRKQKFKRLQNSTLMATAFLAVLS I ITPLTIT
NTDB id 408594 GPY16 RS03550 WP 017421231.1 ................................................MFKFYRKQKFKRLQSTLMTAFLVLSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!!!!!!!!!! !!! !!! !!! !!!!!
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQILDYFQAQETEVMGFVRSELAYASGGRFYGLVNAFKSLGVDMEQARENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!**!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!! ! ! *! !!!*!!

logo QRYIQTGSGDQIKTS IVLPEQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDI LLVDI
LDGNVTVYS IYKNYDENFGTNL ILETGKPFYKQ

NTDB id 408594 GPY16 RS03550 WP 017421231.1 QRYIQGSGDQIKTSILPESSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDLDGNVTYSIYKNENFGTNLIEGPFK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!! *!!!!!!* !**
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 ESMLGKSFRQLANDVSEKRKQNEDYTPVYISDFSVEDGKQVAWLGAPIIQQGYLHSYAMFRLPNNGITKLIADINKDAAI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ** !!**!* ! * ! ! !! !!!*!!! !!!! !!!!! !!!!!!!!!!!!!!!!!!!!!! !*!!!!!!* * *
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 HTLLVGSDHLPRTMTTKQTDIESSIEVVDKALAGLTDVGTYINSSGEATIAAYAPISFKGQTWALVVQLPEKEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus *!*!!! !! *!!*!* *! ! !!! !! ! !!!! !* !! !!!!!!! ! *!!!!! !!!!!!!!!**!

logo LEKLFVFIAML ITAIVLVFVIASSHYLSNF ITSPLLKLTWAAERVSAGDLDEANMINTERKDE IGRLAI
VSFERMQRS IRDEKIQSL I

NTDB id 408594 GPY16 RS03550 WP 017421231.1 LEKLFVIAMLIAIVLVFISSHYLSNFITSPLLKLTWAAERVSAGDLDENMINTERKDEIGRLAISFERMQRSIRDKIQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!*!! !!
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 KTQNAELEKNLQLIQKQNDELQLADKLKDEFLATTSHELRTPLHGMIGIAETLISGANGPLPSNQRYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !*!! !!! !! *! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!** **!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIQKRCSAVDNLASSATRLVLELSHHLLGKNKTLR I INQVSENDQPVAVPWVSADPQRLEQVLYNL IGNAIKY
NTDB id 408594 GPY16 RS03550 WP 017421231.1 TLVDDLLDYHKMRYGSLDIQKSAVNLASATRLVLELSHHLLGNKTLRIINQVSNDVAPVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!!**!! ! !!!!!!!!!!!!!!! !!!!!!!!!! * *!!!!!!!!!!!!!!!!!!!!!!

logo TSTEGKIV I SANTVYI
VDDKVRVQVVDTGQGIPAEQLEHI FEPL IQAGHRDASGSRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 408594 GPY16 RS03550 WP 017421231.1 TTEGKIVISANVVDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGRDSGRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !*!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASAEDEE IASAQATERLVMQTENLQHPHFQAPDESVLNDELSEI LSLPDENQSNSLPENEPHNGPLL ILVADDEPVNLRVLDESFLR I
LEGYRVHQTA

NTDB id 408594 GPY16 RS03550 WP 017421231.1 GTTFSFTLPLASADEISATEVMQNQHHFQAPDSNELISLDNSSLPENPNGPLLIVADDEPVNLRVLESFLRIEGYRVQTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARL.TELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!! *!! ** !!!!!* * ***! !!!!**!!!!*!!!!!!!!!!!!*!!!!*!!!!!*!!
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 SDGPETLELIEHEKPALLLLDIMMPGMSGYQVCHQLRQQYDMAELPIIMLTALSQSEDRVRGFEAGANDYLTKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! !! ! *!!! !*!!!!!!!!!!!!!!!* !!! !!*!!!!!!!!!!! !!*!!!!!!!!!!!!!!*!!!!!!!!
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 AARIKAHLMASKAEARRLENNRLEAELRQRAMVEASLLETQGRLLEQLESAPEAIICIREDKRIRFANDAACKLFKRSLE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!! !!!!! !!*!! ! !!**!!!!!!!!!!!!!!!!!!!!!!!!!!*!**! **!!!!*!!**!!*!**!
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NTDB id 408594 GPY16 RS03550 WP 017421231.1 QLKRSNAEELIAPKYLTVKQQHYCGNIDIYVDDVRQHIETDILKLPEGSGLDAMFIFNVGGGAAASRVHNLETAVEVLSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!!!!!!!!!!!*! * ! !!!!!!!*!!!!!!!!* !*!*!! !!!! !!*!!!!!! ! !*!!!!!!!! !!!

logo YAFDEGDKDEKRLQKSLKELGGEFTRLADKALSGETNYKQNSKQDELMRAEVLVDEALMTHSALDNYWERSVSTGEQNSKFTFAEQSGLWRVYLDRSTL
NTDB id 408594 GPY16 RS03550 WP 017421231.1 YAFDGDKERLQSLKELGGEFTRLADKALGTNKNKQELMREVLVDLMTHALDYWESVTGENKFTFAEQSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!**!! !!!!!!!!!!!!!!! ! !!*!!! !!!* !!*!! !!! !*! !!!!!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEYI LEHCKEAQGSPERTHYI EMQRDKLQKRLLTSE
NTDB id 408594 GPY16 RS03550 WP 017421231.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEYILEHCKEQSPERTYIEMQRDKLQRLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !**!!!!!!!! !!!!*!!!!!!!!!*!!!!*
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