
logo MPLLDSFTVDHTRMHNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRKNHLNGASQSVE I IDI SP
NTDB id 408588 GPY16 RS03265 WP 017421185.1 MPLLDSFTVDHTRMHAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRKHLNGASVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!! !!!! !!!!!!!!

logo MGCRTGFYMSL IGAEPTEQQVAAQAWLTAASMEQDVLKVESQENKQIPELNEYQCGTAAMHSLDEEAKAQIAKQNI
V
I
LAAVGI SVNRNDELA

NTDB id 408588 GPY16 RS03265 WP 017421185.1 MGCRTGFYMSLIGEPTEQQVAAAWTASMEDVLKVESQNKIPELNEYQCGTAAMHSLDEAKQIAQNILAVGISVNRNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !!!!!!! !! ! ! !!!!!!!! !!!!!!!!!!!!!!!!!*!!! !! !**! !!!!!!!!!!!

logo LPEASMLKNELKVDH
NTDB id 408588 GPY16 RS03265 WP 017421185.1 LPEAMLKELKVD 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!! !! !!!!*

X non conserved

X similar

X ≥ 50% conserved


