
logo MNIRPSQIKHKQRIASF ITHAVVAVTVLMGVL I LVSVLFQSYQI SSRLMAQEGQRTSVQTSSL IQSLFDFRLAALKR IHQDSTAK
NTDB id 408475 GPY13 RS16575 WP 001026296.1 MNIRPSQIKHKQRIASFITHAVVATLGVLILSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALKIHQDSTAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus !!!!!!!!!!!!!!!!!!!!!!! *!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo NAVSL INSALAVSRDQSGSRLDEFFSSVDELELASNAPDLRF I SSHNDKNI LWDDGNASFYGIASQVPQELQNKL IRKRVAI SGNWHLVQTPS
NTDB id 408475 GPY13 RS16575 WP 001026296.1 NVSLISALASRQSGRLDEFFSSVDELELANAPDLRFISSNDKILWDDGNASFYGISVPEQNKLIRKVAISGNWHLVQTPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus ! !!! !! !! ! !!!!!!!!!!!!!! !!!!!!!!!!*! !!!!!!!!!!!!! *! !!!!!*!!!!!!!!!!!!!!

logo

D
EGKS IVHI

LLMVRRSSL I EASGTGQVMVGYLYVGIVLNDNFALLVENTIRSGSNSENLVLAVDSTNTLPLVSTLKGNEPYSTLDYVMVHNSAKN
NTDB id 408475 GPY13 RS16575 WP 001026296.1 DGKSIHLLVRRSSLIESGTGQVMGYLYVGIVLNDNFALVETIRSGSNSENLVLAVDSNLLVSTLKGNEPYTLDYVMNSAN 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
consensus *!!!*!*!*!!!!!!! !!!!!*!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!* *!!!!!!!!!!!*!!!!**!!

logo DAMNRDSF IVGQTFLDEVEGSVPTYLCVYS IQPTNKQNVLTLRDNFYFWMAFAL IVSMIAGVS IASRWWLQKR IQRSE I ETLMNSYTHK
NTDB id 408475 GPY13 RS16575 WP 001026296.1 DAMNDSFIVGQTFLDVEGVPTYLCVYSIQPNKNVLTLRDNFYFWMAFALVSMIAVSIASRWWLQKRIQSEIETLMSYTHK 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTHK 320
consensus !!! !!!!!!!!!!*!! !!!!!!!!!!!*! !!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!! !!!!!! !!!!

logo LMDELDTKSEQFAIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTASGRL IRMNPSAQIQFLREDAQNHFL
NTDB id 408475 GPY13 RS16575 WP 001026296.1 LMELDTKSQFAGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTAGRLIRMNPSAQIQFLREDAQNHFL 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
consensus !!*!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FE I LERQLLPMTITNYAAQGKNNPSDEVTTEVDGRVYRWNLSP IMVEGQI I S I ITQGQDI
VTSTIAEAEKQSQAVARREAEESARVR

NTDB id 408475 GPY13 RS16575 WP 001026296.1 FEILERQLLPMITYAAQGKNPSEVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDVTSIAEAEKQSQVARREAEESARVR 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 FEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
consensus !!!!!!!!!! !! !!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!! !!!!!!!!!!!!

logo AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNTDEQREHVAVLCSSGEHLLAVLNDI LDFSRLEQGKFR IQKNSEFRLKELVC
NTDB id 408475 GPY13 RS16575 WP 001026296.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLTDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKSEFRLKELVC 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!



logo AIDR IYRPLCNDEKGI
LELVVENSNITSTAATI

LVRSDQIR INQI LFNLLNNAIKFTHQGS IRVAELEQL I EGDPLAQLVIQVMVDTGI
NTDB id 408475 GPY13 RS16575 WP 001026296.1 AIDRIYRPLCNDKGIELVVESNITSATLVRSDQIRINQILFNLLNNAIKFTHQGSIRVALELIEGDPLAQLVIQVMDTGI 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
consensus !!!!!!!!!!!*!!*!!!! !!!!*! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!*!!!!

logo GIREEQDLTVI FEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGHIGTRFE IQLP I ELVEKMPTADATPQQLALPAPPQ
NTDB id 408475 GPY13 RS16575 WP 001026296.1 GIREEDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGHGTRFEIQLPIELVEMTATPQQLAPPQ 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPAP 720
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! * !!!! !**

logo

D
EPQYPRLFDEKPTLRVLLVEDNHTNAF IAQAFCRKYGLDVSWVTDGLQAI EELKI

LHDTYDLVLMDNQLPYLDGVETTKRTIKKQVLH
NTDB id 408475 GPY13 RS16575 WP 001026296.1 EPYRLFEKPLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKLHTYDLVLMDNQLPYLDGVETTKTIKQVLH 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
consensus *! *!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!*!!! !!!

logo LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFYKHNHQHYGLNQKNNADGRLSN
NTDB id 408475 GPY13 RS16575 WP 001026296.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHYKNQYLNNNDRSN 857
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*** * ! !
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