
logo MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPNDYLPAPEAAL ITGITPQKANSLQGLASEP
NTDB id 408454 GPY13 RS06380 WP 001183678.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSLGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!

logo EF IAR IHAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHGNSRWDLLDVI

LRACHALRPEGI EWPENDDEGFT
NTDB id 408454 GPY13 RS06380 WP 001183678.1 EFIARIHAELSTPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVIRACHALRPEGIEWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELAKKI
VKAAQPKLFDYFFNTMRHKRKLTEL IDIVNQTPLMHVSGMLGRERHQY

NTDB id 408454 GPY13 RS06380 WP 001183678.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKIKAAQPKLFDYFFNMRHKRKLTELIDIVNQTPLMHVSGMLGRERQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo TSWIVP IAWHPTNQNAVIVVDLGKDPQPLFLDELDAEATLQARLYTRYEDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENAEQ
NTDB id 408454 GPY13 RS06380 WP 001183678.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLFDLDAEALQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIG IDREQCLAHLNVIRQHPE IREKLVTVFSQEREFANKQENSDNVDSQLYAEGFFSPADRAAME I IRTTASPDENLGSLADIQRVADK
NTDB id 408454 GPY13 RS06380 WP 001183678.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFAKENNVDSQLYEGFFSPADRAAMEIIRTTSPDNLGSLDIQVADK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!!!! !*!!!!! ! !!!!

logo R I EPLLFRYRARHYPHTLTDATEQRRWAAHCRDYFERNLEGSYMLNLENLVHEHQATDEPKKMAI LKSVYHYVEKLACH
NTDB id 408454 GPY13 RS06380 WP 001183678.1 RIEPLLFRYRARHYPHTLTDAEQRRWAAHCRDYFERNLESYMLNLENLVHEHQTDEKKMAILKSVYHYVEKLAH 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!
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