
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKQKFKRLQNTLMALAFLALVS IL ITPLTI
VT

NTDB id 408421 GPX85 RS15595 WP 158139064.1 .................................................................MLAFLAVSLTPLTVT 15
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus *****************************************************************! !!!!*!* !!!*!

logo ALFFLHSHSKDLEQEQQSTSHYL IVSVRDNTKQQQI
V IDYLMMSAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDGEVNS I EAQARELHAQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 ALFFLHSHSKDLQEQSTSHLISVRDTKQQQIIDYLSAKESEVMGFVRSELAYASGGRFYGLVNAFQRLGENIEQARLHAQ 95
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!!!!!!!! !!!!*!*!!!! !!!!*!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!

logo QRYIPTGSGDQIKRTS IVLPKQSSSYAVGSERYRLLHKRYHAWASYLELLKRSDFDDI L ILVDI
L
D
QGNVVYS I FYKHYADNYFYGTNLLSTDGKNPYQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 QRYIPGSGDQIRTSILPKSSSYAGSERYRLLHKRYHASYLELLKRSDFDDILIVDLQGNVVYSIFKHAYYGTNLLSDNPQ 175
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!!*!!!!!!*!!*!! !!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!* !!!!!!!*!* *!!!!!* *!

logo

D
N
S
T
N
PLGHRTFKQQRLEQQTVNTEQRKTVNEDFYTPVI

V
I
VSDFAVEQEYDNGKRQYAWLMGAP I IQQGYLHSYAMFRLPNSNAGITKL IADEGHNSQSDNPSASKM

NTDB id 408421 GPX85 RS15595 WP 158139064.1 NSPLGRTFQQLEQQVTEQRKVNEDYTPVIVSDFAEYNGRQYAWMGAPIIQQGYLHSYAMFRLPNNGITKLIADHNQDSAK 255
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus **!!*!! !!! ! !!!! !!!*!!!**!!! !*!!!!*!!!!!!!!!!!!!!!!!!! !*!!!!!!** *

logo

Q
RTI

LLVGQDHRSRTLATSYAQEQAIADVDEKTSKSAEVI
V
D
QLALNSGKSRASVGTTYETNTDLGEKQI

QIAAYAP IHNLKQNI
L
H
NWALVVELPEKEAFARVRQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 RTLLVGQDHRSRTLAYQQADVDTSSEVIQLALNGSRSVTTYENTLGEKQIAAYAPIHLQNLNWALVVELPEKEAFARVRQ 335
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!!!!!!! !* ! !* !!! ! ! ! !! !! !! !!!!!!!*! !**!!!!!!!!!!!!!!!!!!

logo LEKLF IVFAMLTAI IVLVVIASHYLSNF ITLSPLLKLTWAAERVSAGDLDEQAP I
MIHNTEQRKRDE IGRLAVSFERMQRS IREKIQSL I

NTDB id 408421 GPX85 RS15595 WP 158139064.1 LEKLFIFAMLTAIILVVIASHYLSNFITLPLLKLTWAAERVSAGDLDQPIIHTQRRDEIGRLAVSFERMQRSIREKIQLI 415
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!*!!!!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! **!*! !*!!!!!!!!!!!!!!!!!!!!! !!

logo KSQNI
KELEDSNI

L
L
Q
I
L IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL ITSGANGP I SAAHKRYQLDI I I SSGQRLA

NTDB id 408421 GPX85 RS15595 WP 158139064.1 KSQNIELEDNIQLIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALTSGANGPISAAHRYQLDIIISSGQRLA 495
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !* *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!



logo

N
TLVDDLLDYHKMRYGAHLDI EQRTCQAVDNLSNSATRLMVLELSHHLLGKKTLR I INQI

V
A
S
D
EQPLVWVSADAPQRLEQVLYNL IGNAIKY

NTDB id 408421 GPX85 RS15595 WP 158139064.1 NLVDDLLDYHKMRYGHLDIETQAVNLSNATRMVLELSHHLLGKKTLRIINQIADQPLWVSADAQRLEQVLYNLIGNAIKY 575
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!*!!! *!! !! !!!*!!!!!!!!!!!!!!!!!!!* *!!*!!!!!*!!!!!!!!!!!!!!!!!

logo TSEGKIV I SATPYI
M
D
E
D
H
K
QVRVQVVDTGQGIPAEQLEHI FEPL IQAGHDASSRYRQGAGLGLSTI SRQL I ELMHQGSTLYVSSQPMV

NTDB id 408421 GPX85 RS15595 WP 158139064.1 TSEGKIVISATPMEHQVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDSSRYRQGAGLGLTISRQLIELMQGSLYVSSQPMV 655
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!!**** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASTESEQEQIAQAQRLRSTEQI
L
A
PHFQAPELVLSDS ISDEDLLPETQPSNQLQPENEPHQGPLLL IVADDEPVNLRVLDSFLRLEGYRVHRTALQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 GTTFSFTLPLATSQQIAQAQRSQIAHFQAPELSSIDDLTQPQQPENPQGPLLLIADDEPVNLRVLDSFLRLEGYRVRTAL 735
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!* !!!! * **!!!!!!* * * !** !!!**!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!

logo DGHEQVI
LEAIAKKREKPELLVLLDI

VMMPGMSGYQVCEKQLREQQTYDHAEQLP I IMLTALNTQSDDRI
VRGFAEAGANDYLSKPFNKQELA

NTDB id 408421 GPX85 RS15595 WP 158139064.1 DGHEVIEAIAKEKPELLLLDVMMPGMSGYQVCEQLREQYDHAQLPIIMLTALTQSDDRIRGFAAGANDYLSKPFNKQELA 815
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!! !*!!! *!!!!!*!!!*!!!!!!!!!!!! !! !!!! !!!!!!!!! !!!!!*!!! !!!!!!!!!!!!!!!!!

logo AR IKVAHLSTASKAELQRR I ENAQLQKELKHQRAMVEASLLETQGRLLEQLDESAPEAI LCLVKREDGNKI
VRFANEAAACKRLFKRRSTPQDEQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 ARIKAHLSASKAEQRRIENAQLQKELKQRAMVEASLLETQGRLLEQLDSAPEAILCLREDNKIRFANEAACKLFKRSQDQ 895
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!*!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!**! !!*!!!!!!!**!!*!***!

logo LKRSNAEEL IAPKFYLLNI
VEQEHYCGNIDI

VYI
VDDVRQHLSADVLRLPEQGSGSFLKQATMYI FNVGGNSLVNAANR IHNQLETAVDEALSSY

NTDB id 408421 GPX85 RS15595 WP 158139064.1 LKRSNAEELIAPKYLLVEQEHYCGNIDIYIDDVRQHLSADVLRLPEGSSFKTMYIFNVGGNLNANRIHQLETAVDALSSY 975
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!!!!!!!!!!!*! *!!!!!!!!!!*!*!!!!!!!!!!!!!!! !! !!!!!!!! *!! !!!*!!!!!*!!!!!

logo AFAEGDKDKLQKQLKELGGEFTR I
LADEKAVASGETYPQSKQADLMRAVLVDEAMTSALDNYWEKRVSTGQSKFTFAEQSGLWRVYLDRSTLQ

NTDB id 408421 GPX85 RS15595 WP 158139064.1 AFAGDKDKLQQLKELGGEFTRIAEKVAGETPSKQALMRAVLVDAMTSALDYWEKVTGQSKFTFAEQSGLWRVYLDRSTLQ 1055
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !! !!!!!!! !!!!!!!!!!*!*! !! *!!! !!!!!!!*!!!!!! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LEHCKQEAQGPERTHYI EMVQRDKLQKQLLTSDE
NTDB id 408421 GPX85 RS15595 WP 158139064.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCQEQGPERTYIEVQRDKLQQLLTSD 1112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!*!!*!!!!!! !!!!*
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X ≥ 50% conserved


