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E
S
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A
LESTDAVELQLTSDEELVAVEGASASEIDNLVKREEFYDASASKSLDATQMYLSE IGFSPLLTAEEEVLY

NTDB id 408406 GPX85 RS07360 WP 154169163.1 MSISNSVTKVEDFDFDPEVISAAESDVEQL..........SAINLKEEYDASSKSLDATQMYLSEIGFSPLLTAEEEVLY 70
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!!*!!!!!*!!!**! * !*! ! ********** **!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 408406 GPX85 RS07360 WP 154169163.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 150
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQRLDHEPTAPEE IAALELDKRPVDEDVNTKMLRLNER I SSVDTP IGGDGDKALLDI LP
NTDB id 408406 GPX85 RS07360 WP 154169163.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTAEEIAAELDKPVEDVNKMLRLNERISSVDTPIGGDGDKALLDILP 230
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!*!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DSHNHNASDPEFVSTQDDEDIRELSLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LVK
NTDB id 408406 GPX85 RS07360 WP 154169163.1 DSNHSDPEVSTQDEDIRLSLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 310
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus !!** !!! !!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGLNMEALFNVDENYDN
NTDB id 408406 GPX85 RS07360 WP 154169163.1 QGLNMEALFNVDNDN 325
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!!!!!!!* !!
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