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LPAYTQDYTAIVRSANKQRAVATSAEGAVILASILTEQAL IAADESTPQGSGMPQAKAITLSGTLAFILVETSQENTYAFIYAAIQLTNEADHNQNGLSIKADSTWLLVGPEKMSADGLNVTANQTSPTADSAEKATTAG

NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENN.TSA. 71
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDN.TSA. 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAI.NEGKTPSLTSTDEG 73
NTDB id 40837 DELCS14 RS27985 WP 013804585.1 ......MKRSIQQGFTLIELMIVVAIIGILAAVALPAYQDYTVRAKVSEAVIQATSPKSLISEAFQTDGLSGMVA.AAAT 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTA.AAKA 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGT.PSTA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQ.AATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQ.AATG 70
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ............GVASPPTDIKGKYVKEVE.....VKNGVVTATML...SSGVNNEIKGKKLSLWG..........RREN 121
NTDB id 1109 OK783 RS10670 WP 157147416.1 ............GVASA.STIKGKYVQKVE.....VAKGVVTAQMA...STGVNKEIQDKKLSLWA..........KRQD 120
NTDB id 1197 PSJM300 03940 AFN76866.1 Y...............IGITDSTSYC.DV..DLDTAADGHIECTA....KGGNAGKFDGKTITLNR.............T 118
NTDB id 40837 DELCS14 RS27985 WP 013804585.1 FNSKPSN............EKATKYVADM..TIDS.ANGQITVTLQSGTSAGFPSDVRGKTLVFTPNVQKVAL..ADGKQ 136
NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP..AATST 148
NTDB id 1424 RS RS02795 WP 011000517.1 ............GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TAA.......GGGTLALVPTAAGTALPVSSAPS 131
NTDB id 1002 ACIAD RS15100 WP 004923779.1 G.......SSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTKA.......KGANITLTPT..........YAS 125
NTDB id 1274 LPP RS09530 WP 011214168.1 Y.......V.........SPAATPNVASI..AIGA..NGVITITY.TAAA.......GGGTIVMTPTL.........QAN 113
NTDB id 1258 GCO85 RS09745 WP 014844212.1 Y.......V.........SPAATPNVQSI..AIGA..NGVITITY.TAAA.......GGGTIIMTPTL.........QAN 113
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NTDB id 1119 NGFG RS11465 WP 017147169.1 GSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 GSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1197 PSJM300 03940 AFN76866.1 ADGEWSCAS...................TLDAKYKPGKCS....... 139
NTDB id 40837 DELCS14 RS27985 WP 013804585.1 GAIDWACGSTTAATAGTRLL..GAAALGTLPAKYAPAECR....... 174
NTDB id 1188 NELON RS01755 WP 003772458.1 GAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 GPIMWTCYAQNKAQAASSVAPSG...TMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GAVTWKCTTT..................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 GDVTWTCTGG..................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GDVTWTCTGG..................TLLAKYRPASCRP...... 136
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