
logo MNIRPSQIKHKQRIASF ITHAVVI
V
A
VMGI

VL IVSVLFQSYQI SSRLMAQEGQRTSVQTSSL IQSLFDFRLAALKR IHQDSTAK
NTDB id 408337 GPX95 RS14305 WP 158160277.1 MNIRPSQIKHKQRIASFITHAVVIAMGILIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALKIHQDSTAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo NASL INRALDVSRDQASSQRLDEFFSSVDELELSNASPDLRF I SSHNDNTI LWDDGNASFYGIAAQQELNKL IRKRVAI SGNWHLVQMTPS
NTDB id 408337 GPX95 RS14305 WP 158160277.1 NASLIRALDSRQASQLDEFFSSVDELELSNSPDLRFISSNDTILWDDGNASFYGIAAQELNKLIRKVAISGNWHLVQMPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus !!!!! !! !! ! !!!!!!!!!!!!!!! !!!!!!!!*! !!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!! !!

logo

D
EGKSLVHYI

VLMVRRSSL I EASGVTGHQVMVGYLYVGI
VVLNDNFALLVENTIRSGSNSENLVLAVDSTTPLVSTLKGNEPYSLDYVVHSAK

NTDB id 408337 GPX95 RS14305 WP 158160277.1 DGKSLYVLVRRSSLIESVTGHVMGYLYVGVVLNDNFALVETIRSGSNSENLVLAVDSTPLVSTLKGNEPYSLDYVVHSAK 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
consensus *!!!***!*!!!!!!! !!*!*!!!!!!*!!!!!!!!*! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo DAMRDSF IVGQTFLEVENSVPTYLCVYS IQTNQNVLTLRDNFYFWMAFAL IVSTMIGVS IMASRWWLQKR IQARE I ETLMNYTHK
NTDB id 408337 GPX95 RS14305 WP 158160277.1 DAMRDSFIVGQTFLEVENVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALVTMIGVSMASRWWLQKRIQAEIETLMNYTHK 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTHK 320
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!! !!!!!!!!!!!

logo LMDLDTKSEQFAIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTESGRL IRMNPSAQIQFLREDAQNHFL
NTDB id 408337 GPX95 RS14305 WP 158160277.1 LMDLDTKSQFAGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTEGRLIRMNPSAQIQFLREDAQNHFL 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
consensus !!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FE I LEKRQLLPMTITNYAVAQGKNNPSDEVTTEVDGRVYRWNLSP IMVEGQI I S IV ITQGQDI
VTSTIAEAEKQSQAVARREAEESARVR

NTDB id 408337 GPX95 RS14305 WP 158160277.1 FEILEKQLLPMITYVAQGKNPSEVTTEVDGRVYRWNLSPIMVEGQIISVITQGQDVTSIAEAEKQSQVARREAEESARVR 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 FEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
consensus !!!!!*!!!! !! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!! !!!!!!!!!!!!

logo AEFLAKMSHELRTPLNGVLGVSQLLKRTPSLNTDEEQREHVAVLCSSGEHLLAVLNDI LDFSRLEQGKFR IQKNEFPRLKQELVC
NTDB id 408337 GPX95 RS14305 WP 158160277.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTSLTEEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFPLQELVC 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!



logo AIDR IYRPLCNDEKGLEQL IVVNSNITRTASATI
MVRSDQIR INQI LFNLLNNAIKFTHQGS IVRVELEQL IMEVGDPLAQLVIQVI

VDTGI
NTDB id 408337 GPX95 RS14305 WP 158160277.1 AIDRIYRPLCNDKGLQLIVNSNITRSTMVRSDQIRINQILFNLLNNAIKFTHQGSVRVELELMVGDPLAQLVIQVIDTGI 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
consensus !!!!!!!!!!!*!!! !*!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !* !!!!!!!!!!!*!!!!

logo GIREQDLATVI FEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGI
VGTRFE IQLP I ELVEKVPVDEAPAPQPQLPLLPALP

NTDB id 408337 GPX95 RS14305 WP 158160277.1 GIREQDLAVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGVGTRFEIQLPIELVEVVEPAQPPLLLP 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPAP 720
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! ****!**!* !

logo DLPHQPRLFDKPTLRVLLVEDNHTNAF IAQAFCRKYGLDVSWVTDGLQAI EELKI
LHDRYDLVLMDNQLPYLDGVETTRTIKKQVLH

NTDB id 408337 GPX95 RS14305 WP 158160277.1 DLHRLFDKPLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKLHRYDLVLMDNQLPYLDGVETTRTIKQVLH 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
consensus !***!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!! !!!

logo LPTVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHNHQHGLNQKQNRASGSLNN
NTDB id 408337 GPX95 RS14305 WP 158160277.1 LPTVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKNQHLNQRSSN. 856
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**! * *
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X ≥ 50% conserved


