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NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLIAILLSFIVIPFSSQAENEPQKT.PAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSL 77
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLIAILLSFIVIPFSSQAENEPQKT.PAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSL 77
NTDB id 408330 GPX95 RS12330 WP 001159854.1 MQFKTKLITLLLSLCLPTLPVLANAEDTVPAAQVEEGIDITVNINTASAEELATLLKGIGVKKAQAIVEYREANGPFLTI 80
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHI 80
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHI 80
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLAA..DTKADKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTA 71
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWAET.KTKADKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTA 72
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NTDB id 1272 LPP RS04360 WP 010946546.1 EELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 EELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 408330 GPX95 RS12330 WP 001159854.1 DDLAKVKGIGDATVRNNAARILL..... 103
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 DDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 DDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 ADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ADLTKVKGIGEATVRKNEDRILL..... 95
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