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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVD.FGEFCQYDKTALKQMGWNERQIQRWFNPEH.....KWIDQALQWA 69
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNIT.LNELLNYDDVAFRQMGWGAIQIRRWFKPEA.....KFIEPALVWS 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVD.....LEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDT.PSNIVQYSTEQLQLLGLTAKQLQAW.SQVD.....KEVDACLTWV 73
NTDB id 408272 GPX87 RS06370 WP 078927460.1 ...MQHKDLCAWLALSFTPKLTQKMITRLLSLDS.LANMFDYSSQQWLALGLKPDQVDYLMHQAK.....REVEACLEWQ 71
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRL.PAQLQSFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCLQWR 71
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MRDGCRLML..LQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1089 NMB RS00600 WP 002224767.1 MRDGCRLML..LQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 MRDGCRLML..LQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1122 OK783 RS09595 WP 003705341.1 MRDGCRLML..LQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQDQ.QQILT.LFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLA 147
NTDB id 1361 HI 0985 AAC22646.1 QKEG.NHLVN.YFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLA 148
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILT.WDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLA 149
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTL.ADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
NTDB id 408272 GPX87 RS06370 WP 078927460.1 SKEAGRHIIALYDDSRYPPLLREVASPPKVLFVEGRCSTLVNPQIAIVGSRDATIDSRYIAQHFASQLVEHDLTVTSGLA 151
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVT.PHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLA 150
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1089 NMB RS00600 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVI 227
NTDB id 1361 HI 0985 AAC22646.1 LGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVV 228
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVV 231
NTDB id 408272 GPX87 RS06370 WP 078927460.1 LGIDGYAHDGALKASGSTIAVLGSGLECIYPTRHQSLAERIKA.DGALVSEFRPNTKPRPEYFPRRNRIISGLSLGVLVV 230
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVV 229
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 EAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKR 314
NTDB id 1089 NMB RS00600 WP 002224767.1 EAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKR 314
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FDTKP... 303
NTDB id 1361 HI 0985 AAC22646.1 EATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFDQIA... 303
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQF............... 293
NTDB id 1399 DSB67 RS15600 WP 010645755.1 EAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSIN............. 298
NTDB id 408272 GPX87 RS06370 WP 078927460.1 EAAEKSGSLITARYALEQGRDVFVVPGPIHITNFQGSNRLIQQGACLVQTVDDILAEITLLTHWSQK............. 297
NTDB id 1152 A1552VC RS00200 WP 000654772.1 EAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLS............. 296
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 394
NTDB id 1089 NMB RS00600 WP 002224767.1 ITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 394
NTDB id 1120 NGFG RS10355 WP 020997408.1 RRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 392
NTDB id 1122 OK783 RS09595 WP 003705341.1 RRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQR 392
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ........KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT 375
NTDB id 1361 HI 0985 AAC22646.1 ......VPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...........TSNKPIFSLASGKE.....NLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRC 357
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ........QS....LDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRK 366
NTDB id 408272 GPX87 RS06370 WP 078927460.1 ........SAISAQEDLFSPSNGQEELPFPELLANVGVEATPVDILAQRTHIPVQEVMMQLLELELLGHVVAVSGGYIRK 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ........EQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRK 368
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 IRT.. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 IRT.. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 IRT.. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 IRT.. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ..... 375
NTDB id 1361 HI 0985 AAC22646.1 ..... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EYER. 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GRG.. 369
NTDB id 408272 GPX87 RS06370 WP 078927460.1 GRGKL 374
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GRG.. 371
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