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LLGVALFLSAVFI ILLVACASSGTGKKTDKTATKSGDQKLKVVAVTNS I IADI

MTKNIAGDKNIDLHS IVP IGQDPHEYEPLPEDVEKKTSENADLV
NTDB id 40827 SCAZ3 RS07225 WP 003047030.1 MRKKISLILGAFLSVFLLVACSSTGTKTAKGDKLKVVVTNSIIADMTKNIAGDNIDLHSIVPIGQDPHEYEPLPEDVEKTSNADV 85
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus * !!* *! !!! *!!!! ! ! ! !!!!! !!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!! !!*

logo I FYNGINLEDTGGNQAWFTKLVEKNAEKKKTEKNKDYFAVSDGVDVIYLEGEQNEKGKEDPHAWLNLENGI I FYASKNIAKQLMSAKDPKNNKEFIY
NTDB id 40827 SCAZ3 RS07225 WP 003047030.1 IFYNGINLEDGGQAWFTKLVKNAEKKKNKDYFAVSDGVDVIYLEGENEKGKEDPHAWLNLENGIIYSKNIAKQLMAKDPKNKEIY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!! !!*!!!!!!! !! ! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!* !!!!!!! !!!! !!! !
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E
QKNLKAEYTVADKLDEKLDKEASKDSKFDNAKIAPAQENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKSSTL IVEKLKRQVTVKPVPSASLFVE

NTDB id 40827 SCAZ3 RS07225 WP 003047030.1 QKNLKAYVAKLEKLDKEAKSKFDAIAQNKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQISSLIEKLKVVKPSALFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!! ! !!*!!!!! ! !! !* !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!*!!!* !** !!!!

logo SSVDDRRPMEKTVASKQDSTGNIP IYAEQI FTDS IVAEKKQGKDEGDSYYASMMKW
YNLDKIASEGLAK

NTDB id 40827 SCAZ3 RS07225 WP 003047030.1 SSVDRRPMETVAKDSGIPIYAEIFTDSVAKKGKDGDSYYAMMKWNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!! !!! !! !* !!!!! !!!!!*! !!*!!!!! !!!*!!!!! !!!!!
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