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NTDB id 40815 METIG RS05695 WP 013799276.1 ...MSIINKIYIYFIKRNIRILRKIGKRVDERVFISLLLFVFAIPLVFSLFFNLTLKTAIILALVYLASALSIPTILYEIKIERF 82
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYESKMDKF 85
consensus *** * **!* ! !!!*!!*! !***!!!!!! *!! * *!** *! !!!! *!! !!!*! !!*!!!*!! !***!
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NTDB id 40815 METIG RS05695 WP 013799276.1 EQNLPKALYTMILALESGRSLTEAMEEVIKSGISEVDKVFARVMILMINQKMSFEDAMLVVASYLDSKVFRQLSRLLIENRKYGG 167
NTDB id 57 MMJJ RS05245 WP 104837972.1 DKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGRLIIENRKYGG 170
consensus * !*!!!!! !*! !*!!!!* !!* !!!*!!!*!!! !! *** !! !*!!!!!!**! !!!!*!!!* !!*!!!!!!!!
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NTDB id 40815 METIG RS05695 WP 013799276.1 DLANTLKILAKTLEDFQNLRRQLLSVTANGLAVGLVILCGVIPATAALIGGYLIIVSKIAPQMPSVTQDQIAKCVEIIQTGTGIF 252
NTDB id 57 MMJJ RS05245 WP 104837972.1 ELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQISKAIETIQMGSGLF 255
consensus *!! !!! !!!!!*! !!!* !!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!! **! *!! !!!! !! !**! !! !*!*!
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VCMTFMAGIGIATFYAGTVLKRLTGLMLFAS
NTDB id 40815 METIG RS05695 WP 013799276.1 GLLFAIPLYGLKLGRMILMCAICMTMGIIAFYGTLKLTGMLFS 295
NTDB id 57 MMJJ RS05245 WP 104837972.1 GLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus !! !!*!!*!!!* !!!* !!*!!! *! !!* !*!!!*!!

X non conserved

X similar

X ≥ 50% conserved


