logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

logo

NTDB id 408088 GPY47
NTDB id 1157 A1552VC
consensus

RS13660
RS03895

RS13660
RS03895

RS13660
RS03895

RS13660
RS03895

RS13660
RS03895

RS13660
RS03895

WP

WP
WP

WP
WP

WP

WP
WP

WP

199267709.
001888250.

199267709.
001888250.

199267709.
001888250.

199267709.
001888250.

199267709.
001888250.

199267709.
001888250.

(B

R

=

=

=

s, E VLRSI L OV TR s LI LD T s

MQQKPEGPKSRYLLMVEDTASVAALYRSYLTPLEIDINIVGTGRDAIES WsIRMPDLILLDLRLPDMTGMD VLA VKIE]:!
.............. MVEDTASVAALYRSYLTPLWIDINIVGTGRDAIES [¢ RI@PDLILLDLRLPDMTGMDVL AVKINY |

kokkokskskkskskskskskkxk L L L L p o rrrrrrrrr o rrrrrrrrrr etttk ox!orrrrrrrrrrrrrrrrrrrxnd *

f ——

) N

PDVPI FMTAHGSIDTAVEAMRHGBJQDFLIKPCEADRLRVTVNNAIBKA KLKN [ ENQNYQGFIGSSQTMQMVYRT
PDVPI FMTAHGSIDTAVEAMRHGENQDFLIKPCEADRLRVTVNNATIIJKA KLKN WDNRYNQRIYQGFIGSSQTMQIVYRT
] ]

Ptk Lt L et bttt sk bbbtk Ll L0 LLULREELEEEL ThL)

BRI LA A

IDSAASSKASIFITGESGTGKEVCAEATHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAAN RQGAAE
ADG

IDSAASSKASIFITGESGTGKEVCAEATHAASKRGDKPFIAINCAATIPKDLIESELFGHVKGAFTGAAN RQGAAER\
T e

A A—I S —

RS SeEE b EREsetE IRRLCLR gt 10 L

RG DVIEIAYSLLG MSBIEEGKNF RINY V ERFNNJYEWPGNVRQLQNVLRN VVLNRIG EITLDMLPPPLNQI@®y I
RG DVIETAYSLLG MS EEGKMF RIB V ERFIANYEWPGNVRQLQNVLRN VVLNIAG EITLDMLPPPLNQ BENY N
* %

Phsk DL skl Dok DL Dokl kokdsk D LD LELELL LTI kb b Tk L] %

gt BB S s

SVARNIEPK A NPLWMTEKWIAIEQAIEACDGNIPRAA[®YLDVSPSTIYRKLQEIWN{EKINN:A) QAN 468
PISAHEN VEIETIIPLWMTEKRMAIEQATEACDGNIPRAAWYLDVSPSTIYRKL QYW NJXK
® 1 kok I !

RAL VKEKEKEJ 455
* % [ T T T T B A A R A B B A A R e | * %k

X non conserved
B similar
>507% conserved

80
66

160
145

240
225

320
305

400
385



