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NTDB id 408069 GPX92 RS13400 WP 115174053.1 .........MVEDTASVAALYRSYLTPLEIDITIVGTGRAAIESLNRRKPDLILLDLRLPDMTGMDVLHAVKERSADVPI 71
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 408069 GPX92 RS13400 WP 115174053.1 IFMTAHGSIDTAVEAMRYGAQDFLIKPCEADRLRVTVNNAIRKASKLKNNPSHSTNSNYQGFIGSSQTMQAVYRTIDSAA 151
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV.DNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EA..EEAPVDNRLLGESPPMRALRNQIGKLA 153
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT..ENALENKLLIGRSLPIQQLRIAIKKIA 158
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NTDB id 408069 GPX92 RS13400 WP 115174053.1 SSKASIFITGESGTGKEVCAEAIHAASKRGEKPFIAINCAAIPKDLIESELFGHVKGAFTGAAVDRQGAAELADGGTLFL 231
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
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NTDB id 408069 GPX92 RS13400 WP 115174053.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMHSVDVRFVCATNRDPWKEVQAGRFREDLYYRLYVIPLHLPPLRERGEDV 311
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
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NTDB id 408069 GPX92 RS13400 WP 115174053.1 IEIAYSLLGHMSKEEGKEFVRLSPEVIERFKHYEWPGNVRQLQNVLRNVVVLNNGQEITLPMLPPPLNLPRIQERSVAPQ 391
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL 390
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA....PGAS.... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPL....RANISNPF 394
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NTDB id 408069 GPX92 RS13400 WP 115174053.1 PVDTGLSVHDIFPLWMTEKQAIEKAIEACDGNIPRAASYLDVSPSTI...YRKLQAWNEKEQEKEQ.............. 454
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTI...YRKLQTWNEKVKEKEKER............ 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .................QEGAAS......LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKL 442
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQ.SIQT....TVAAPQAVK......KLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKF 463
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