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MKSMRKKHALNSYMNPKKMQNHRTKALVKQQQKGFTL I ELMIV I
VAVIVIG I

VLSAAAVIALVIPAQYKQDNYTVVATKKRASQRAEGLIVSATGESVAGFILLSASLTNAVIAENKTGPQSAAQVL IKASTALTPNAIVSTELDEAHNYALVYI LSQARENTAGHNEQWGSDIKSAILVWFAKSPEGSVANGTNSTGSATVGEFTDTA
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHG.KWPENN.... 68
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGSSVFT 80
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEG.SFPATTAGTA 76
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEG.SFPATTAGTA 76
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEG.SFPATTAGTA 76
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGW.SVKSGTGTED 71
NTDB id 408066 GPX92 RS11130 WP 158117120.1 ...MKKNPNHKQQGFTLIELMIVVAIIGVLSAIAVPAYKDYVTKSELASGFATIKSVITPAELYVQENG.KISG...... 70
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG.IAAA...... 70
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NTDB id 1119 NGFG RS11465 WP 017147169.1 .....TSAGVASPPTDIKGKYVKEVEVKNGVV..TATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVA 141
NTDB id 1424 RS RS02795 WP 011000517.1 PTKNVANLTIAGTGTV.PGQITVTYTTAAG..GGTLALVPT.....AAGTALPVSS.APSGPIMWTCYAQNKAQAASSVA 151
NTDB id 1184 GTF74 RS02335 WP 000649326.1 A..GFTRLGTVEDMG..DGKIVIAPTA.SGALGGTIKYTFDAGV..VSSSKIQLA..RD.ANGLWTCSTTVT....SEIA 142
NTDB id 1167 A1552VC RS11065 WP 000649326.1 A..GFTRLGTVEDMG..DGKIVIAPTA.SGALGGTIKYTFDAGV..VSSSKIQLA..RD.ANGLWTCSTTVT....SEIA 142
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 A..GFTRLGTVEDMG..DGKIVIAPTA.SGALGGTIKYTFDAGV..VSSSKIQLA..RD.ANGLWTCSTTVT....SEIA 142
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADANK.LGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLT..RTAADGLWKCTSDQD....EQFI 144
NTDB id 408066 GPX92 RS11130 WP 158117120.1 GANTTDTLGVKNDANS.LGELTIPN.....DN..EIQFEH.KNGS.AEGAKFTYK...R.ENGGWKCAYVAPNNNQNADA 136
NTDB id 1292 VP RS12235 WP 005479693.1 A..TLAQLGVDVAAND.LGAIDSALA..GGSP..TLTFTFDADSS.IDGGILTFT..RD.AATGWSCLPTAPAIA..... 134
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NTDB id 1119 NGFG RS11465 WP 017147169.1 DAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1424 RS RS02795 WP 011000517.1 .PSGTMSLAAKYAPAECR....... 168
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .PKGCTAGATIN............. 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .PKGCTAGATIN............. 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .PKGCTAGATIN............. 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .PKGCSK.................. 150
NTDB id 408066 GPX92 RS11130 WP 158117120.1 .PKGCQ................... 141
NTDB id 1292 VP RS12235 WP 005479693.1 .VDGCS................... 139
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