
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFNYRKQKFKRLQNTLMALAFLAVLS I ITPLTI
VT

NTDB id 407947 GPY43 RS09255 WP 041942483.1 ................................................MFRFNRKQKFKRLQNTLMLAFLVLSITPLTVT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!! !!!!!!!!!!!!! !!! !!! !!!*!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQVIDYLMMSAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDGVDS IDEAQAREHAQ

NTDB id 407947 GPY43 RS09255 WP 041942483.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQVIDYLSAKESEVMGFVRSELAYASGGRFYGLVNAFQRLGVDIDQAREHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !* !!!!!!

logo QRYI
VTGSGDEQI

VKTSVLPEQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDI LLVDIDTGNVVYS IYKRYDENFYGTNLLTGKRFYKQ
NTDB id 407947 GPY43 RS09255 WP 041942483.1 QRYVTGSGDEVKTSVLPESSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDITGNVVYSIYKRENYGTNLLTGRFK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!*!!!!! *!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! *!*!!!!!!!**

logo DSTNLGHQTFKRQRLEQQTVNSEHQRKTNEDFYTPVVI
LSDFVDQEDQGKRQFYAWLMGAP I IQQGYLHSYAMFRLPNSNAGITKL IADEGTNSSTNTPSSM

NTDB id 407947 GPY43 RS09255 WP 041942483.1 DSNLGQTFRQLEQQVSEHRKTNEDYTPVVLSDFVDEQGRQFAWMGAPIIQQGYLHSYAMFRLPNNGITKLIADTNTTSSM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!* !!! ! !*!!!!!!*!!!!*!!!! ! !*!*!!*!!!!!!!!!!!!!!!!!!! !*!!!!!!* * *!!

logo

Q
RTI

LLVGQDHRSRTLATSYADEQI
P
A
E
I
V
D
EKSKTAQVI

VDLWALNSGKSRASVGTYTNLTDDGEKQI
TIAAYAP INLKDNI

LHWALVVELPEKEAFAR I
VRQ

NTDB id 407947 GPY43 RS09255 WP 041942483.1 RTLLVGQDHRSRTLAYDQPEIDKSTQVIDWALNGSRSVGTYTNLDDEKTIAAYAPINLKDLHWALVVELPEKEAFARIRQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!!!!!!! * **!! !*! !! ! ! !!!!!! ! ! !!!!!!!!!! *!!!!!!!!!!!!!!!!*!!

logo LEKLF IVFAMLTAI IVLVVIASHYLSNF ITSPLLKLTWAAERVSAGDLDEATMINTDERKRDE IGRLAVSFERMQRS IREKI
M
Q
SL I

NTDB id 407947 GPY43 RS09255 WP 041942483.1 LEKLFIFAMLTAIILVVIASHYLSNFITSPLLKLTWAAERVSAGDLDETMINTDRRDEIGRLAVSFERMQRSIREKMQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!*!!!!!!!!!!!!!!!!!!!!* !!

logo KASQNKELESNI
L
L
Q
I
V IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL ITSGANGP INSAAHKYQLDI I I SSGQRLA

NTDB id 407947 GPY43 RS09255 WP 041942483.1 KAQNKELESNIQVIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALTSGANGPINAAHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !!!!!!!!* *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGANLDIHQRCTAVDNLSNSATRLVLELSHNHLLGKKQTI
LR I INQVASEEAQPVWVSADAPQRLEQVLYNL IGNAIK

NTDB id 407947 GPY43 RS09255 WP 041942483.1 TLVDDLLDYHKMRYGNLDIHRTAVNLSNATRLVLELSNHLLGKKQIRIINQVAEEAPVWVSADAQRLEQVLYNLIGNAIK 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVS.EQPVWVSADPQRLEQVLYNLIGNAIK 639
consensus !!!!!!!!!!!!!!! !!!*!*!! !! !!!!!!!!!*!!!!!! *!!!!!! *! !!!!!!!*!!!!!!!!!!!!!!!!

logo YTSEGKIV I SATRYI
VDDQHKI

VRVQVVDTGQGIPAEQLEHI FEPL IQAGHDATSRYRQGAGLGLS I SRQL I ELMHQGSTLYVSSQPM
NTDB id 407947 GPY43 RS09255 WP 041942483.1 YTSEGKIVISATRVDQHIRVQVVDTGQGIPAEQLEHIFEPLIQAGHDTSRYRQGAGLGLSISRQLIELMQGSLYVSSQPM 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YTSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPM 719
consensus !!!!!!!!!!!! *! **!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!

logo VGTTFSFTLPLMASDEDEE IAQAQRLTEQLQPHFQAPELVLTDELSDELPDEHQHSNS ILPENEPHTGPLLLVADDEPVNLRVLDSFLRLEGYRVHRTA
NTDB id 407947 GPY43 RS09255 WP 041942483.1 VGTTFSFTLPMASDDEIAQAQLTQQPHFQAPELTELDLPDHHSIPENPTGPLLLVADDEPVNLRVLDSFLRLEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 VGTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!*!!**!!!!! !! !!!!!!!* * *!!*** *!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo QDGHNEQVLEQAI
V
A
K
E
REKPELLVLLDIMMPGMSGYQVCEEKLRKQTYDHAAELP I

V IMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL
NTDB id 407947 GPY43 RS09255 WP 041942483.1 QDGNEVLQAVAEEKPELLLLDIMMPGMSGYQVCEELRKTYDHAALPVIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !!!* !! !* !!!!!*!!!!!!!!!!!!!!!! !! !!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IVAHLTASKAELQRR I
LENAEQLQKELKHRAMVEASLLETQGRLLEQLESAPEAI LVC I

V
K
REDGNKVRFANDEAAARLFKRRSTPQE

NTDB id 407947 GPY43 RS09255 WP 041942483.1 AARIVAHLTASKAEQRRLENAELQKELKHRAMVEASLLETQGRLLEQLESAPEAIVCIREDNKVRFANDAAARLFKRSQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**! !!!!!!!*!!!!!!*!**!

logo QLKRSNADEEL IAPQKFYLLNI
VEQDEHYCGNI

VDI
V
F
Y
I
VDDTVRQHLVNSADVLRLPKQGASGLQAMYI FNVGGNS IVNAAR IHNLETAVEALSS

NTDB id 407947 GPY43 RS09255 WP 041942483.1 QLKRSNADELIAQKYLLVEQDHYCGNVDIFIDDTRQHVNADVLRLPKGAGLQAMYIFNVGGNINAARIHNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!!!!*!!!!*!*! *!!*!!!!!*!***!! !!!* !!!!!!! ! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!

logo YAFDEGDKDKLQKQLKELGGEFTRLADKASGDEGYQSKQDELMRASVLVDEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL
NTDB id 407947 GPY43 RS09255 WP 041942483.1 YAFDGDKDKLQQLKELGGEFTRLADKASGDGQSKQELMRSVLVDAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!!!!! !!!!!!!!!!!!!!!!!* !!!!*!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo QTRTLDKYLR I ETLPKTPRWRTVLNSLDYI LDEHCKQEAQGPERTHYI EMVQRDKLQKLLTSE
NTDB id 407947 GPY43 RS09255 WP 041942483.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILDHCQEQGPERTYIEVQRDKLQKLLTSE 1130
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !!!!!*!!*!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


