
logo MVEDTASVAALYRSYLTPLDE IDINIVGTGRDEAI ES IAGHRREPDL I LLDLRLPDMTGMDVLHYAVKEQKRSPDVP I
V
I
VFMTAHGS I

NTDB id 407907 GPY38 RS08800 WP 158141434.1 MVEDTASVAALYRSYLTPLEIDINIVGTGREAIESIAHREPDLILLDLRLPDMTGMDVLHAVKQRSPDVPVIFMTAHGSI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFMTAHGSI 80
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!! *!!!!!**!!!!!!!!

logo DTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKANSKLKNDETVDNPGKNQNYQGF IGSSQTML
QAVYRTIDSAASTSKAS I F IT

NTDB id 407907 GPY38 RS08800 WP 158141434.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKANKLKNETDNPGNQNYQGFIGSSQTMLAVYRTIDSAATSKASIFIT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASSKASIFIT 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!* !!* !!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!

logo GESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADGGTLFLDELCEMDLD
NTDB id 407907 GPY38 RS08800 WP 158141434.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGGTLFLDELCEMDLD 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDELCEMDLD 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!

logo LQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAERGDDVI E IAYSLLG
NTDB id 407907 GPY38 RS08800 WP 158141434.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGDDVIEIAYSLLG 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIEIAYSLLG 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo

F
YMSKEEGKDGFVRLASAPDEVVERFKRQYEWPGNVRQLQNVLRNVVVLNEGRE IATLDTMLPPPLNQLMSADPS IRNI

R
A
N
L
VPKLAHSEPANKPVSVH

NTDB id 407907 GPY38 RS08800 WP 158141434.1 YMSKEEGKGFVRLAPDVVERFKQYEWPGNVRQLQNVLRNVVVLNEGREIALTMLPPPLNQLSDSR.INVPKASPAPVSVH 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 FMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAHENKVSVH 399
consensus *!!!!!!! !!!! **!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!*! * * *! !** *!!!!

logo E I FPLWMTEKQAI EKQAI EACDGNIPRAAGTYLDVSPSTIYRKLQTWNEKVKQEKEKEKR
NTDB id 407907 GPY38 RS08800 WP 158141434.1 EIFPLWMTEKQAIEKAIEACDGNIPRAAGYLDVSPSTIYRKLQTWNEKVQEKEKEK 455
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!*

X non conserved
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X ≥ 50% conserved


