
logo

MSRQKAL I
MVDEDETPADS IVRAEALLYER I

S
T
YLGTRPMLDEKLIDTIRNSIAVGRSNTVGKREDARI ELS ILAGNREREPTFPDLCI LTLDMLRLPDGMS

TGLMDLVVLAQYYAI
V
Q
K
E
K
Q

K
Q
R

H
SPQDTVPVIAIVMF

NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAM 80
NTDB id 407857 GPX86 RS03895 WP 158144961.1 .......MVEDTASVAALYRSYLTPLEIDINIVSTGRDAIESLNRRTPDLILLDLRLPDMTGMDVLAAVKKQSPDVPIIF 73
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVF 73
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE.....APVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 407857 GPX86 RS03895 WP 158144961.1 MTAHGSIDTAVEAMRQGAQDFLIKPCEADRLRITVNNAMRKANKLKSENYDPNNQNYQGFIGSSQTMQAVYRTIDSAASS 153
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKND.VDNKNQNYQGFIGSSQTMQAVYRTIDSAASS 152
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 407857 GPX86 RS03895 WP 158144961.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAASDRQGAAELANGGTLFLDE 233
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDE 232
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 407857 GPX86 RS03895 WP 158144961.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKLHSVDVRFVCATNRDPWKEVQQGRFREDLYYRLYVIPLHLPPLRERGDDVIE 313
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIE 312
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRL....ADAPGA.....SQ 386
NTDB id 407857 GPX86 RS03895 WP 158144961.1 IAYSLLGHMAKEEGKGFVRLSSEVTERFKHYEWPGNVRQLQNVLRNVVVLNDGQEITLSMLPPPLNAPRMAEP.TFLSQD 392
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLAH 392
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
NTDB id 407857 GPX86 RS03895 WP 158144961.1 EKVLSVHDI..FPLWLT..EKQAIEKAIEVCDGNIPRAASYLDVSPSTIYRKLQTWNEKEQEKER.. 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ENKVSVHEI..FPLWMT..EKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
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