
logo

MMSQVIMKKNRTHYKFILFLSM
V

A
R
K
T
F
Y
W
L
I
L
M
T
F
F
W
L
A
G
T
S
T
L
S
L
C
F
L
G
L
T
V
P
I
L
T
V

S
F
L
Q
A
P
S

M
A
L
P

Q
T
M
L
IVFAQGFDQQYDTS

A
F
L
N
W

K
A
A
T
E
Q
E
K
Q
S
T
D
E
V
A
K

A
E
P
T
H
A
K
T

D
STRLNESHSATPSHVHVMSLQQSKVPV

A
A
S
T
D
Q

Q
T
K
V
N
E
Q
Y

K
Q
S
E
V
G
F
N
T
I
A
G
V
E
N
V
I
K
V
TVNVINSTATSAKQSEELIQA

NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSI.RHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...MKKLSRYTFSLLFGLFSAT............TFAEEKVTTST...EHTPVVMQQVAATQKVNANVVNINTATASEIQ 62
NTDB id 407854 GPX86 RS03790 WP 004395641.1 .MVKNYLLALLLGLSLPVSQAM.................SEET...............VSVNQGFEITVNVNTASAEEIA 47
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL............ANAEETAPA...............AQVEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL............ANAEETAPA...............AQVEEGIVITVNINTASAEELA 53
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPM............SWAE.TKTK...............ADKYEGIEITVNVNSATAQEIA 45
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPL............SLAA..DTK...............ADKYEGIEITVNINTASAEEIA 44
consensus * ** * ***** * * ** * * *** **!!*!*!*!*!**
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 Q.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 407854 GPX86 RS03790 WP 004395641.1 TLLQGIGLQKAQAIVEYREINGQFLTKEDLTKVKGIGPAIVARNDKRILL. 97
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 TLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1294 VP RS04495 WP 021449594.1 TMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
consensus **! !*! *!!**!!*!!* *!*! ****!* !*!!!******! *****

X non conserved

X similar

X ≥ 50% conserved


