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EHQPTFFFFLDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPNSDYLPASPEAAL ITGITPQKAMNAS

NTDB id 407852 GPX86 RS02550 WP 158143957.1 MKNSRPHNADHQPTFFFLDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPSDYLPSPEAALITGITPQKAMA 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 ......MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANS 74
consensus ******** *!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!

logo

E
QGLAPEPEF IAR IHAELASTPNTI

T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHQGNSRWDLLDVLMRACHALRPEGI EWPE

NTDB id 407852 GPX86 RS02550 WP 158143957.1 EGLPEPEFIARIHAELATPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQQGNSRWDLLDVMRACHALRPEGIEWPE 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 QGLAEPEFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPE 154
consensus !!*!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!

logo NDQDEGFTSFKLEHLSKVANGI EHSNAHDAMADVIATI ELAKKI
VKAAQPKLFDYFFLSTMRHKRKL ITDEL IVDIVNMQTPLMHVSGML

NTDB id 407852 GPX86 RS02550 WP 158143957.1 NQEGFTSFKLEHLSKANGIEHSNAHDAMADVIATIELAKKIKAAQPKLFDYFLSMRHKRKLIDLVDIVNMTPLMHVSGML 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NDDGFTSFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGML 234
consensus ! *!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! *!!!!!!! *!*!!!! !!!!!!!!!!

logo GRERHSYTSWI
VVP IAWHPTNQNAVIVVDLAGKDNPEQPLFLELDTASEQTLLQAQRLYTKRHYDEDLAEPDGELPAVPVKL IVHLNKCP I LAPAKTL

NTDB id 407852 GPX86 RS02550 WP 158143957.1 GRERSYTSWVVPIAWHPTNQNAVIVVDLAKNPEPLFELTSEQLLQRLYTKHDDLAEGELPAPVKLIHLNKCPILAPAKTL 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 GRERHYTSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTL 314
consensus !!!!*!!!!*!!!!!!!!!!!!!!!!!!*! ! !! !! ! ! !!!!***!!!* !!! !!!!*!!!!!!!!!!!!!!

logo TAENAAQKTIG IDNREQCLAHLNSQVIRQHQPETI
LREKLVDTVFSAQERDEFNSAQESSDVDSQLYADGFFSPASDRAAMDE I IRSTTAPENSLAGDSLAD

NTDB id 407852 GPX86 RS02550 WP 158143957.1 TAENAATIGINREQCLAHLSQIRQQPTLREKLVDVFSAERDFSASSDVDSQLYDGFFSPSDRAAMDIIRSTAPESLADLD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TAENAQKIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLA 394
consensus !!!!! !!! !!!!!!!! !!!*! *!!!!! !!! !!*! !!!!!!!! !!!!! !!!!!*!!!*!!!! !* !

logo IQRFVASDKQRIAEPLLFRYRARHYPHWTLNTDETEQRRWAASHCQRDYFAERTNQLESGSYMLNLENLVEHEQHQAHDAPKKI
MAI LKASVYHYVEAKLACS

NTDB id 407852 GPX86 RS02550 WP 158143957.1 IQFSDQRIAPLLFRYRARHYPWTLNETEQRRWASHCQDYFATQLSSYMLNLENLVEQHQHDAKKIAILKAVYHYVEALAS 480
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IRVADKRIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! ! !! !!!!!!!!!!!!*!! *!!!!!!! !! !!! *! !!!!!!!!!* !!*!*!!*!!!! !!!!!! !!*
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