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NTDB id 1038 HON27 RS01510 WP 000993725.1  ........ WIWWNQKGFTLIELMIVVAIIGILAATAIP[RYQ YpWA QNS FSEISSITGYENAV NE AVETKLSDV .......
NTDB id 1192 PAKAF RS23870 WP 024947914.1  ........ UNWONQKGFTLIELMIVVAIIGILAATATIP[YQ YNEAR [MeJWS ASVNPLTT.EEAL SREWSVKSGTGTEDATKKE
NTDB id 1197 PSJM300 03940 AFN76866.1 ...... WNONANIOKGFTLIELMIVVAIIGILAATIA PAYQDYTER NV AEITPGIGFEQAI NEGKTIHSLTSTDE. ... ..
NTDB id 1204 PSJM300 03935 AFN76865.1 ... .MKPVKSSCRIGISINENR/NRAN URECHNN. V.UV UV A NG VIS TAASERAEI TPAMAAFEQAT . SEGHTIZSLVSSLP. .. ...
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKiCCINNMBAR MRS SN\ TV SRSV ALKV A VASIHLIBQASAPYJYADWELCVYSTNETTNCTG. . . ... ...
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLK)C:NNMNARNRAY WS SANRW\ TIV SRSV AN K VA ASIHLIMQASAPYJYADWELCVYSTNETTSCTG. . . ... ...
NTDB id 1191 AAC28468.1 484..945( )  ...... GAWRADR SFENAAALVA ......
NTDB id 1400 DSB67 RS12660 WP 010643261.1 IMLAMELCAHEH ADAGAFKTKCHQ. C
NTDB id 1424 RS RS02795 WP 011000517.1 NEESHBGIRNGAYOKGFTLIELMIVVAI GILAATATIPAYQDYT)RARV INSLAAQAIMALYJSENAANAQSDL....SV.......
NTDB id 1002 ACIAD RS15100 WP 004923779.1  ........ TAASSMTTSENILNA.ALV. .. AGT . L.l
NTDB id 1274 LPP RS09530 WP 011214168.1  ......... INTLADSAIMLANYSETAITNNALJY. . . .ATQ......
NTDB id 1258 GC085 RS09745 WP 014844212.1  ......... INTLADSAJALANWSETAITNNAL|Y. . . .ATQ......
NTDB id 40785 PSEFU RS22965 WP 420042201.1 .......... INSLAGGAIMASYJSEFLSSNNRYJd. .. .TNN......
NTDB id 1109 0K783 RS10670 WP 157147416.1  ....... LLAEGQSATEYYLNH IWid. .. .KDN......
NTDB id 1119 NGFG RS11465 WP 017147169.1  ....... LLAEGQSATEYYLNH KWig....ENN......
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NTDB id 1038 HON27 RS01510 WP 000993725.1 CLGFTAA. ... ... ... lSS CATYSIDAF...TETDEAGKISN. CTLK.G. .NPKIATKIMEI®RTRES . . ... ... ..... TDGA
NTDB id 1192 PAKAF RS23870 WP 024947914.1 VPLEMIAAD. . ......... ANKBGTIABKP. .. .. DPADETADINMETEFTM . GGAGPKNK[GKI@TI®TREY. . . . . .. ... .. AIDGL
NTDB id 1197 PSJM300 03940 AFN76866.1 GYI[EMTDS........... IWS.YCDVD@D . ..... .CTAK.GGNAGKFDEKTHMTI®NRgN. . . ... ....... DGE
NTDB id 1204 PSJM300 03935 AFN76865.1 GFI[EMGAS........... WN.YCTVTHRI...... .CTTQ.NGMPDRFNEKTMTHAR. . ........... TDGL
NTDB id 1365 NTHI RS01955 WP 011271973.1 GKNEMAADT............ TTAKGYM.KS. KGDG...... TLANMEYI|MQAQR. ........ GNAATGMT
NTDB id 1354 HI 0299 AAC21963.1 GKNEMAADI . ........... KTAKGYM. AS. KGNG...... TLANMEYIMQAK......... GNAA.G T
NTDB id 1191 AAC28468.1 484..945( )  ......... GNVIFDS ANG DGKYFAPGGVTVTPDTA AFDA..... GANA.KT.T TPWVI....... AASGQIST
NTDB id 1400 DSB67 RS12660 WP 010643261.1 TANPAAF ............ TENNLTMTPAA. . TVNAANDKGPIKQNEKYIIMTAW. ......... YASNGMT
NTDB id 1424 RS RS02795 WP 011000517.1 ......... GSSVF TPINKN ANLTI.AGT. .. TYT...... TAAG[EGTEBAIRVPUSAAGTALPVSSAPSEPEM
NTDB id 1002 ACIAD RS15100 WP 004923779.1 PSTBGSSCVGVQEISASNAWTNMATA...TCG. .. TMDT..... TKAKEGANMTINTPEY. . . ....... YAS T
NTDB id 1274 LPP RS09530 WP 011214168.1 AATEEYV......... SPAARNPNMIASTI...AIG. .. TY.T..... AAAGEGTEMVMTPHL . . ....... QANGDMT
NTDB id 1258 GC085 RS09745 WP 014844212.1 AATEYV......... SPAARNPNMIQSI...AIG. .. TY.T..... AAAGEGTEIMTPUL . .. ...... QAN@GDMT
NTDB id 40785 PSEFU RS22965 WP 420042201.1 ASA@BATN........... iy . SETGNAM.TSV. .. AFND..... KVSSEATEBAIBSPEY. . .. ...... TNAGGHER
NTDB id 1109 0K783 RS10670 WP 157147416.1 TSAEMASA. . ......... TEKGKYM .QKV. .. WWAQMASTGVN.KEIQDKKESIBWAK . . . ... .... RQDESMK
NTDB id 1119 NGFG RS11465 WP 017147169.1 TSAECMASP.......... Ppy. DEKGKYM . KEV. . . ATMLSSGVN.NEIKKK SIHWGR . . ... ..... RENGSMK
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1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1
1204 PSJM300 03935 AFN76865.1
1365 NTHI RS01955 WP 011271973.1
1354 HI 0299 AAC21963.1
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1400 DSB67 RS12660 WP 010643261.1
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1002 ACIAD RS15100 WP 004923779.1
1274 LPP RS09530 WP 011214168.1
1258 GCO85 RS09745 WP 014844212.1
40785 PSEFU RS22965 WP 420042201.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
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