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NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
NTDB id 407814 GPY30 RS01945 WP 039423006.1 MGKPLVTGIDIGHRSLKAVILKPAGNSYALLGYKEIVFERAIVAENHTLNHQEIVNTLKVLNKELPRFRRQVALAVPDSA 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
NTDB id 407814 GPY30 RS01945 WP 039423006.1 VISKQLQIEPIEDEKECEIAILQAFSHQSPFPVDELNIDYVRLHEPAQSKSASQSVQIFATKKEVVESRVRAAQAVRLKP 160
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQM.RGNDSYQVFATRKDVVETRVEALQKSGLKP 159
consensus !!!! !!!* ****! !*!**!!!!!!!!!!!*!!**!**** * * **** **!**!!*!*!!**!* !*** ***!

logo VLMVDMVQHASVQHCSLFGLNHI
L
R
W
D
K
QLVASAKQRARFYRPDERKNPSADKFWYMCLVLDVIRGASYLQTNQTTSSFLCITI

L
M

D
F
H

F
Q
T

E
P
R

Q
E
G
K
E
M
T

H
L
PFHIYKDEVFAPCLYGSTVERHQTTLEGNASAELFIPGQSADQDEVFNPLSALVNHDHPLDLAHQDEVAKPTQE

NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
NTDB id 407814 GPY30 RS01945 WP 039423006.1 VLVDMHAHCLFNLRDLAAQRYPDKSAFCLLDVGAQTTSLIIHQREKTHFIKEFAYGVEHLNAAIGDEFSA..HDAQEKTE 238
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLV..DDAQVATE 237
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MQLYFQTSVIHNSGQSTDQDKS ILPGKQGVLWLCSGGEGATALTSPGLMLAELDEEALYSQRSQRLASLPECEVLLNPFLSGLFKENMNKVSARKKRKRPRALSAVDGWHQRHFTS

NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRFS 319
NTDB id 407814 GPY30 RS01945 WP 039423006.1 RFIVEMVDRVARQLQLFQSINSQDKPQGLWLCGEGAATPLLLEALSRRLSLECELLNPLGLFEMKVARKKRRSVDWHHFS 318
NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHFT 317
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 TAAGLALRGLAWLESEHVA.. 338
NTDB id 407814 GPY30 RS01945 WP 039423006.1 VAAGLAIGGIQWLENKHEAHH 339
NTDB id 1404 DSB67 RS14000 WP 010643494.1 AAAGLAVRGIQWLGGDNAVSH 338
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