
logo MPRANESARLARLVRSEGEPQGHQRI FLRLYHLYRL ITIGLVVLVLL IVSASDELDEDSEQLVLEKLAVHPVEPLFHRGVAGSWCVYLMVFLNI
VL IVALFTLHPPTPSNRQRLLP I

VFAI LVALGT
NTDB id 40780 PSEFU RS19120 WP 013792897.1 MPNSALAVRGPQGHRIFRLYHLYRLIIGVVLVLLVSADLDSELLELAHVPLFRGASWVYLMLNVLIALTLHTPNRLLPVFAVALG 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus !* ! * *!!*!! !!!!!!!! !!*!!!!!*! *!* *! ! !**!!* *!!*!!* !*!*!! ! ** !!!*! *!!

logo DVI
LMLCSAGLFYAGGGTVPSGIGNSLL IVVASVAIANI LLRGRFIGLVLVIAAAAS ILGLMI

LYLTFFYLSLHSHSPSDQASTANHQYVQAVGAGLGATLCSFAAALFVI
V

NTDB id 40780 PSEFU RS19120 WP 013792897.1 DVIMLSALFYAGGGTPSGIGNLLIVSVAIANILLRGRFGVLIAAAASIGMIYLTFYLSLHHSQASAQYVQVGALGALSFAAALFV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!*!!**!!!!!!! !!!!! !!*! !!!!!!!!!!! !**!!!!!!*!**!!!!*!!!*** !* *!!! !*!! !*!!!!! *

logo QAGLVTVRRLQEQAQSTESTLAEEQRAAEDTVADNLEETLNANL I LQRMRTGI LVVDESQRQRAR I
VLLANQAALAGLLDRQDQDNLVAQGAKI

SLDGPRHCSPTEMLMVHKCRLMKQQWQREL
NTDB id 40780 PSEFU RS19120 WP 013792897.1 QGVTRRLQASESLAEQRAADVADLETLNNLILQRMRTGILVVDEQRRVLLANQAALALLDQQNLAGKILDPHCTELVKRLQQWQE 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !** !! *!*!!! !! !! !! !! !!!!!!!!!!!!!! *!!!!!!!!*!! ! * ! ! *!** !**** !!

logo NPSSLRPAPSTLKQTVLVPSDGPTLVQPSF IPSLNQREGDGDQQRHI
VL I FLLDEDI SQIAQQAQQLMKLAVAGLGRLTAGIAHE IRNPLGAI SHAAQLLQESEDE

NTDB id 40780 PSEFU RS19120 WP 013792897.1 NSSLRPASLQTLSDGPTLQPSFIPLQRGGQRHILILLDDISQIAQQAQQLKLVALGRLTAGIAHEIRNPLGAISHAAQLLQESED 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !*!!!!**! **!!!!*!!!!!*!*! !*!! !*!!!!!!!!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo LDQAGPDLRRLATQI IQDHQSKRRMNL IV I ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVADEFYPRGSRTALPRANDSKSEVLHLAQI
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NTDB id 40780 PSEFU RS19120 WP 013792897.1 LQGPDLRLAQIIQDHSRRMNLIIENVLQLSRRRQAEPQLLDLKYWLHRFAAEFRSTAPASKVLHLAIEGSSIQTRMDPNQLNQVI 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! *!! !! !!!!!*!*!!!!*!!!!!!!!!!!!!!!! !!!! !!*!! !** * !!! * * !!!!!!!*!!!!!*

logo

S
TNLVQNGLRHYSAKQAIHNGPQRGQVWLKSLAFRDPERSDLPVLE I

V
I
LDDGEPGVPADKQLHNHNI

LFEPFFYTTENSKGTGLGLYI
LSRELCESNQAHRI

L
D
HYQR

NTDB id 40780 PSEFU RS19120 WP 013792897.1 TNLVQNGLRHSAKINPQGQVWLKLFRDPRSDLPVLEVLDDGEGVPADQLHHIFEPFYTTENKGTGLGLYISRELCESNQAHLHYQ 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!*!! ** !!!!! ! !!! !!!!!!!**!!!*!!!!! !***!!!!*!!! !!!!!!!!*!!!!!!!!!!***!

logo

N
PREEGGGAGCFR ITFAHPRKLS

NTDB id 40780 PSEFU RS19120 WP 013792897.1 PREGGGACFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!! !!*!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


